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PR R AL R, 5S fDNA IR F 7, FCR
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HER, B FAFEMEG KERRE, BB T EMB ¥ &4 XFBE DNA KT EHHRN
. REARARGERE, (UES MY R EMNIERETERE, EENA DNA KF LEE
HAREREMR L%, BT, WD FKE L EE MR g £ 7, i RFLP B #7247 .RAPD
SH%, B+ RFLP A EEHREH. RAPD AT EH SR, E— 2 RE LRATRAFEES
AR A AR A .

RRE, 58 (DNACE] 5 RNA BRDAESFROFFAGEYSRUSRETRUARN, 5
TR DNA NS, REEBEEARE, 120bp WRBEXZRZEFREYHRERARGELKRTRE.
EHRASZALBEERENFIETE EHZAREH FARLTSERESREFRBNERES
THAERE A, BSHYWHERAFT&EAE 90~400bp Z ), B —R#) A4 F FEY 2 5 L R R —#F
Wit 2 [ R RS S A WA IR K 8RR BB STFB9 5S (DNA %583 K i —B0F 71 5 284 it PCR 3
9, AEERET TR RN EERERE, IR 505 E W i) 8 28 A, 3% T 20T th 4 M A& Fr g
5@[2.3]“

AFFIE E M T A 5S 1DNA FIREFE 7] 5007 4 2 th B e B (9 ATATHE, 5 TR F LR A
AN ETRE R WE TETE.

1 #HRRFE

1.1 XEHE

A A AR R AR 2 BBt 3 . 1) 8 N E ( Triticum aestivum ) $ITH B 99P(+ )EEH
( Haynaldia villosa)EERBELENBETENEHHARN;2)99P(+ ) X2 % F (Bromus inermis
Leyss)} B2 AT AR U ARt EH R TE 5194 T XK .& 1], £ 564050 [ 15857 47 88 8 N o B,
3) B /N SR EE A 177( + ) UK B Agropyron elongatum )i SRHEZF F, fUHLEK !0

BHE g R 2 Bt s . TR B ( Virds vinifera ) ( + )} 3 8 ( Bupleurum scorzonerifollium YR EE
MR EGARARERE LM,
1.2 5|#¥.DNA ¥ F PCR 534

F LR M43 9 (20mer 1 25mer) > FF] R

PI :5 - GAGAGTAGTACATCGATGGG - 3P 1l :5' - GGAGTTCTGACGGGATCCGG — 37 (20mer)

PI:5' - GGATGGGTGACCTCCCGGGAAGTCC - 3'; PV 5" ~ CGCTTAACTGCGGAGTTCTGATGGG - 3 '
(25mer)
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BIEHS R B L AR, EEAFK DNA BRTE. ZEBRARECOHTEXRRR 99P(+ )&
£ 99P( - )KL EF LM MGRLFE 177(+ ) BKE F, BB DNA; Hl CTAB i) B #
HMER S+ ) AR E R DNA, B AAUKERE - 200 RF&H, PCRFHMEGEZR
Cox Z R & th R ISR, KW &4 H:94C Lmin, 65C 1min, 72C 2min, 40 W, FHRENE
SX-240 Bl U R E R FARLA L. RESHES, B 7L RFRSH L, £ 3% #3
Rt sERs Fendk, A S0V {E Ef ik 30min— th ¥ SMT THE H B,

2 #R5i%

2.1 HEEREECABRFFVHALMN SS rONA ERFEFSHF

F 25mer 58 rDNA BB ER S it =5 EH NF OP. BEEF R HFREFEBSHEMEGA
£ DNA B PCR =¥ ik &5 R INMERE 1-1 TR Hh 1.2.6 STERBEEATEEN. A 20mer 55 D-
NA BAEFF S M RmEg 12 iR, 1.2.7.8 SREMANESEN.c SHKRREAEEE
M s SRR R TESERFARGEH. ETUXLATES LR SEak A IEFHN
SRy E,

2.2 NBESEKEHAMAF F, 1 58 rDNA =515 7

EME 1-3. R 1-4 FrR 9 P4 5S rONA R FFIS 1 B8 N EFE 177 HKER_EH
P 2L F F, fUH B DNA (0 PCR ¥y kB R, OT BT MAY X LR F, RO BRI R A DGR ¥
AEH, B 13 PR I0AABRR L2 EFHFLH BRI ELSSKEMREDRRETEHNBER
%A TF, K.

2.3 NESTEEREERAIGEGEALN SS rDNA (R AF 51535

35 Kl 25mer 1 20mer 5SS tDNA MRFFG MM EREENF P . LEEER _FRERER
A EENHAR DNA #47 PCR I, 5 =Y B TUEMFIER . 20mer ¥ Y B3k 45 R MBI R
15 FrR B 1.2.3 B H A DCERTFAER, R 2.3 B AT H .

2.4 MEWMESESREBELESHHE 55 rDNA BP9

F 25mer 55 rDNA BB F R S[42 F R LW R4 DNA &) PCR /= m®
PR RIMPRE 1-6 B, 7 5/ 10 S &R AE TERERI, &R T FHA, RAT RN B ER R R
ETEA, A—IASTREIERBTY EZHAHHAFER. UEEAERE 2 KU EEN T
% W RBE, BEHT.

B b4 AFESXRRERR S EAHARN 5S DNA RIBFEFSHERITLUES 5SS (DNA [
RBEF S RENE, BEAT, S RETUE RGN, 5 E DNA B/, B—#H3FXKTF L
SefkaARMNFFE, BT HERMMEFEANSHER S T5HEM FRMEARD
RAPD.RFLP S %4 ki MAH PO REEAFE TR . FLEN S .
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Study on the Identification of Somatic Hybrids by PCR
with 58 rDNA Spacer Sequence Primers”

Zhou Aifen Xu Chunhui Xiang Fengning Xia Guangmin Chen Huimin
( School of Life Science . Shandong University, Jinan 250100)

Abstract Three intergeneric somatic hybrids { wheat( + ) Haynaldia villosa, wheat( + ) Bromus
inermis, wheat ( + ) Agropyron elongatum ) and one interfamily somatic hybrid between Viris
vinifera and Buplewrum scorzonerifollium were analyzed by PCR with two kinds of primers. The
results showed that in the electrophoresis pattern of the PCR products the somatic hybrids had the
characteristic bands of two parents and (or) new bands. This research reveals that PCR analysis with
5S rDNA spacer sequence primets can be used for the identification of somatic hybrids at the molecu-
lar fevel and it is a good method because of its simplicity and good reproducibility.

Key words Somatic hybrids, 55 rDNA spacer sequence, PCR
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B &% .5 A SS tDNA 8 & F 51 4047 & 5 R 48 B A F HRE-1
Zhou Aifen et al :Study on the identification of somatic Plate-1
hybrids by PCR with 55 rDNA spacer sequence primers
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1. Electrophoresis pattern of PCR product with 25mer primer, M:Moleculer weight marker

T:Common wheat cv. 99p, H: Haynaldia villosa, 1,2, 6,7, 8:Regenerated clones of wheat{ + ) Haynaldia
2. Electrophoresis pattern of PCR product with 20mer primer M, T, H, 1,2,6,7,8 as Fig. 1
3. Electrophoresis pattern of PCR product with 20mer primer, M:Molecular weight marker

T:Common wheat cv. Jinanl77, A: Agropyron glongatum,3,10,12, I, Il -2:F,hybrid plant of T( + )A
4. Electrophoresis pattern of PCR product using 20mer primer, T: Common wheat cv. Jinan 177, A: Agropyron elonga-
tum,2,3,4,5:F, hybrid plant of T( + )A
5. Electrophoresis pattern of PCR product using 20mer primer, M: Molecular weight marker,

T :Common wheat cv.99P, B; Bromus inermis, 1,2, 3: Regenerated clones of T{ + }B
6. Electrophoresis pattern of PCR product using 25mer primer, M: Molecular weight marker,

V: Vitis vinifera, B; Bupleurum scorzonerifolium ,7, 10: Regenerated clones of V({ + B)
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