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Abstract: 1,3-1,4-B-glucanase (E.C.3.2.1.73) is an important industrial enzyme which cleave B-glucans into
oligosaccharides through strictly cutting the B-1,4 glycosidic bonds in 3-O-substituted glucopyranose units. Microbial
1,3-1,4-B-glucanase belongs to retaining glycosyl hydrolases of family 16 with a jellyroll B-sandwich fold structure. The
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present paper reviews the industrial application and protein engineering of microbial p-glucanases in the last decades and

forecasts the research prospects of microbial p-glucanases.

Keywords: 1,3-1,4-B-glucanase, industrial application, protein engineering, stability, catalytic property
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ABEFEZETEXT B SR R4 T K M O
TRV, IR 4 2 B 1R o7 i 1) 722 Ak % Tl ) 4 A
PR3 SR o B X B~ SR T 2 PR e Ao
W, R 20 7. 117 A 165 (RS IR AR
RAPR G LTS TEF Koo 185 B4 B AH L 23 501l 52
1 T 58.1%F 34.6%, 1ML K B — 5 B2 B 1 R
RT3 i g AR AR X 20 T 3 e A F
E46P/SA3E/H205P/S40E 2 A8 {v s (5] A K -1
MG 0 LTS S (A ke TN 2 490.1 U/mg #
137.4 Is 43 545 & 4 093.8 U/mg Al 187.4 /s, K,
B M 297 pumol/L F&AK Z 271 pmol/L, #xJ515 F
MG RZEMMLE DENHSF PR E
4294.1 U/mg®®, b 5 A iR 5 A5 R A 454
(R AL TR R D) BT A b, R R
AL TR I BRI, (B2 s 5 5 AR ) —
GLERE R R P O A R A T e
it S AR ARAME AT P rh O A TP A 1 LR A 4
w, RVERRAL, W SRS A AR AL S AL
OREE K R84k, FFIE T A4 QB AU (i
E109-Q119 1 W103-E105 2%), iX 7] fE J&- 5 A8 4 &5
-7 SR A A M B Ay R 7
24 B-EEMEEEH pH MRBUE

B B AR 7 T 2S00 DA OV A gy g 1O
Az PEAT L N AR RR PR IR, T AR AR 5
A7l F o L R R R -



SHEEIR S/ 1,3-14-p- B REBEARMER T M ARRHE 1241

IR A AR pH PET . R4 7E BRENDA
SERECHE P AR 4R B — 2L f il pH {EH pH 4-5
() B- OB, AR T AR M B AL TE Y
FETEGRIG . B ATERXT -7 RO I 04 T R 1 sl if ik
P 64 2 1 BRI BT 8D . YT IE 3R A5 PR 5
5 PCR F B X g #1401 75 % P. thermophilum > J B-
IR R TN PR T 1208, 3N 56 {5701 263 137
RIS TR il pH ([HEUE A EEE, K
LS AE IR PtLIC16AM2 1 fiei& pH {E(pH 5.0)F1EF
ATl (pH 7.0)4H oA BT BEAIR o FEAS W58 3 0 R
ZFHUFTIE B. tequilensis CGX5-1 R B-1] SR it
BTG AR T, A AR Y BiE pH (B 6.5
FEARZE 6.0 X2 (s AT 8, R BLEISE AR
PRI EE TR T A 2 TR AT, 3T BBl
il pH {8 1 B P R 8% 5 10 32 22 Jst R 12791,

3 REHRE

-] SR R Tl — ol i S ) ML I, RIS
Wkl g RO AEAT L A B B I E . B
Tl A Al BRYE/E pH PREESEXT B-A
VBGOSR ENE | pH PEBT AL TG VESR T T
[E1E0E-  B S i Bu R (= R ks %
R B-/H SR ol AR A A A P o S 4T 2 22 B
7 —RFER, (HE H AT 2 3-8 SRl 1 iy
FEBARIRAFAE BB, JUHE -] SRH ity r i 12
PEAR, FEELRHAT THAE T ERRIH . Hik,
i 3 AR A BRI — 2 P B TR i
MR, G T Tl A=, R A A
THAE T AP R
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