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reduces the yield and quality of cucumber. This review summarized the research advances in cucumber

downy mildew, including pathogen detection and defense pathways, regulatory factors, mining of

pathogens-resistant candidate genes, proteomic and genomic analysis, and development of QTL

remarks. This review may facilitate clarifying the resistance mechanisms of cucumber to downy mildew.
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A possible mechanism of CsSGR-mediated disease resistance in cucumber™’.
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