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Torulopsis Saccharomyces 55.9% 35.3%
Pichia candida Saccharomyces 62.8%
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The Microorganism Constitutes Analysis of Soy Sauce Liquor
from High-Salt-Level Watery State Fermentation "

XIE Xiao-Bao™ *  OUYANG You-Sheng ZENG Hai-Yan WANG Chun-Hua CHEN Yi-Ben
Guangdong Institute of Microbiology Guangdong Provincial Key Laboratoryof Microbial Culture Collection and Application Guangzhou 510070

Abstract A system analysis about the microbial flora of normal and abnormal soybean sauce liquor from the high-salt-level watery state fermentation
was made and the dominant bacteria and yeasts were identified. On the other hand a discussion of effect of temperature on microbial flora was made.
The results indicated that there were no obvious differences about the count of aerobe spore-producing bacteria enterobacteriaceae lactic acid bacteria
and anaerobe between the normal and abnormal soybean sauce liquor and there were marked differences about the count of yeasts and salt-tolerant
bacteria. The predominant yeasts in normal soybean sauce were Torulopsis and Saccharomyces accounting for 55.9% and 35.3% of the total yeasts
separately and in abnormal soybean sauce were Pichia candida and Saccharomyces accounting for 62.8% 17.9% and 9.0% respectively.
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1.2 20min 80°C 15min
1.2.1 3g 10g 10
Sg 15 ~ 20g 1000mL. pH7.0 ~ 7.2 37C 2d ~3d
10%NaCl 6% NaCl 1.3.3 37C
1.2.2 1000mL 1d ~ 2d
0.1g 20g pH 5.5 10% NaCl 6% NaCl
1.2.3 17¢g ik 3g 1.3.4
5¢ NaCl 5¢ 10g 0.001g 0.025¢

1000mL pH7.2 1.3.5 23
1.2.4 TJA
50mL S¢g 10g 20g 4
2g 2g Tween80 1g S5g 15¢ Biolog
1000mL pH6.8
1.3 2
1.3.1 2.1
10mL 90mlL 30d
20min
10
0.2mL
36C+1C 2d ~ 3d 5d ~
7d 36°C £ 1°C 2d ~3d'
25°C ~28C 3d ~7d
1.3.2 10mL 2
90mL
1
30d 40d 46d 30d 40d 46d
5.3x10* 7.2x10* 1.2x 10* 5.7x 10" 8.8 x 10* 9.5x 10*
2.0x 10 <100 <100 1.0x 10? <100 <100
2.1x10° 2.6x 10° 1.3x 10° 1.0x 10° 5.0x 107 3.2x10°
4.2x10° 7.4x10* 2.6x10° 2.5x10° 1.5x 10° 3.5x10°
1.7x10° 7.0x10* 2.3x10* 2.3x10° 1.1x10° 1.0x 10°
10% NaCl 2.5x 107 1.8x 107 7.7 % 10° 2.2%10° 5.7x 10 4.1x10*
6% NaCl 3.3x 107 1.7x 107 8.1x 10° 2.7x 10° 6.9x 10* 1.9 x 10*
2.2 1.8 x 10" cfu/mL ~ 1.8 x 10 cfu/mL

2.1x
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30d 40d 46d 30d 40d 46d
1.0x 10° 1.7 x 10° 1.8x 10 5.6x 10° 3.4x10° 2.1x 107
6% NaCl 1.5x10° 1.4x10° 4.6x 10* 2.7x10° 2.9x10° 2.9% 107
10% NaCl 1.4x10° 1.8x10° 5.6x 10 3.1x10° 2.7x10° 2.2x 107

2 15°C
pH 3
37°C
2.3
30
3
15°C 37°C

0d 10d 16d 10d 16d
5.3x10* 4.3x10° 2.1x10° 6.7x 10 4.5x 10*
2.1x10° 3.8x10° 2.9x10° 3.0x 10° 2.7x10°
4.2x10° 5.6x10° 3.3x10° 2.9x10° 2.5x10°
1.7x 10° 1.8x 10° 3.7x 10° 2.9%x 10° 1.8x10°
10% NaCl 2.5x 10 1.8x 107 1.4x 10 1.5% 10° 7.2% 10°
1.0x 10° 3.4x10° 3.7x10° 3.9x 10 5.7x10°
10% NaCl 1.4% 10° 3.8x 10° 2.3x10° 6.7 x 10* 5.2x 10°

2.4 Bacillus licheniformis
B . subtilis
TSI Staphylococcus saprophyticus
Staph . epidermidis Staph .
xylosus Enterobacter
ClO(lC(IB ETLIGTOCOCCZLS
Biolog Sfaectum
95 98
Biolog 61.2% 14.3%
Enterococcus 13.3% 5.1% 2.0%
Staphylococcus Bacillus 4.1% 82
Micrococcus Aerococcus 58.5% 15.9%
Enterobacter Klebsiella 13.4% 3.7%
Lactobacillus Pantoea Qo) st iR OIS %483 http:// journals. im. ac. on
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2.5
DBB
Torulopsis Pichia
Trichosporon Rhodotorula
candida Saccharomyces
68 Torulopsis
55.9% Saccharomyces 35.3%
candida 4.4% Trichosporon
1.5% 2.9%
78 Pichia  62.8%
candida 17.9%
Saccharomyces 9.0% Rhodotorula
1.3% Trichosporon 2.6%
6.4%
3
2

15C

37°C

273 ~ 280.
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