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t  ATGAGAGAGAACATGGCCAGGGGCCCTTGCAACGCGCCGAGATGGGTGTCCCTGATGGTG 60
3 CFCGTCGCCATAGGCACCGC(X}TGACAGOGGCCGFCMWCIGGCGTCGTGGTO&GGATC 120

r  TCCCAGAAGOGCCTGRACTACGCCAGCCAGCAGGGGACGGCCGCTCTGCAGAAGGAGCTG 180
N rvitrtscirsretrctsirerseieseranes aneesvenrereranereraterarenrarer Ghrirrcrreenissasssvarmersssmiaresnassissionses

r  AAGAGGATCAAGATTCCTGACTACTCAGACAGCTTTAAGATCAAGCATCTTGGGAAGGGG 240
r  CATTATAGCTTCTACAGCATGGACATCCGTGAATTCCAGCTTCCCAGTTOCCAGATAAGC 300

r  ATGGTGCCCAATGTGGGCCTTAAGTTCTCCATCAGCAACGCCAATATCAAGATCAGOGGG 360

"-'r AAATGGAAGGCA@AMAOAGA“WMMTGAGOGGCAATTFTGACCI‘GAGCATAGAA 420
N S USRI AU S, SO

GGCATGTCCATTTOOGCTGATCTGAAGCTGGGCAGTAACCOCACGTCAGGCAAGCCCACC 480

FETTPRrey

L T T P P T YT Y PP

r  ATCAOCTGCTCCAGCTGCAGCAGCCACATCAACAGTGTCCACGTGCACATCTCAAAGAGC 540 -

r AAAGTCGGOTGGCTGATCCAACTCTTCCACAAAAAAATTGAGTCTGCGCTTOGAAACAAG 600

T ATGAACAGCCAGGTCTGCGAGAAAGTGACCAATTCTGTATCCTCCAAGCTGCAACCTTAT 660
B oot e e meeerand G

r  TTCCAGACTCTGCCAGTAATGACCAAAATA 720

H3 cDNAEHA

HEEFHEME, EHPCRAH T, Tag DNA ¥

3 it LRHT-HHRBARNY Sx107° P, A%
AEHASMEMAMHGY RNAFERILR %7 #4 B 700bp, LPH S MBEERTR,
SMAM P EEEM A BPI EEREN, KBEHTR  SEHKEN 04%. & T EYETE, %5
FASXMBEEHER TREFFENE EARTEEAT, BG HERFNKRES
B —REPCREBGRETRE, ZRHEE 2, HBG A BG, BERERA —LHA,
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c¢DNA CLONING AND SEQUENCING OF THE N — TERMINAL
GENE OF BPI FROM CHINESE

Chen Wei Huang Ce Wang Haitao Fu Ling Yu Xiaofeng Xu Jing Du Guixin
(Institute of Microbiology and Epidemiofogy, Academy of Military Medical Sciences, Beijing 100071}

Abstract  The genes, named BGs, BGner and BGuev, encoding human N — terminal of
bactericidal / permeability increasing protein (BP) were cloned by RP— PCR method using
mRNA templates isolated from HL — 60 cells and peripheral blood lymphocytes of a nommal
person and a blood donor with hepatitis G virus(HGY) RNA. The results of DNA sequencing
showed that the BG,, had the same sequence as that reported, but both BGue and BGuov had
three. nucleotide substitutions, which resulied in one and two amino acid variations respectively.
The results suggested that N - terminal ' gene of BPI exists diversity.

Key words BPI PT - PCR, ¢DNA cloninng, Sequencing

© PERFEME MM RIS

7B http journals. im. ac. cn




