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Supplementary Table 1 Summary table of quality test results of sequencing samples

Sample name Library type Nucleic acid number Potency (ng/pL) Volume (pL) Total (ng) Test conclusion
R. japonica DNA small fragment FZTD202134875-1R 25.948 5 60 1.556 91 A

Hubeil library

R. japonica DNA small fragment FZTD202134876-1R 10.246 5 60 0.61479 A

Hunanl library

R. japonica DNA small fragment FZTD202134877-1R 16.677 60 1.00062 A

Hunan2 library

R. japonica DNA small fragment FZTD202134878-1R 8.1315 60 0.48789 A

Shaanxil library

R. japonica DNA small fragment FZTD202134879-1R 5.955 60 0.3573 A

Shaanxi2 library
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Supplementary Figure 1 Chloroplast genome map of five varieties of Reynoutria japonica and Fallopia
multiflora, Antenoron filiforme, Fagopyrum esculentum, Fagopyrum leptopodum, Fagopyrum tataricum,
Fagopyrum dibotrys.
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Reynoutria japonica Hubeil

chloroplast genome
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Supplementary Figure 2 Variation analysis of chloroplast genomes of five varieties of Reynoutria japonica
and Fallopia multiflora. Antenoron filiforme. Fagopyrum esculentum, Fagopyrum leptopodum, Fagopyrum
tataricum, Fagopyrum dibotrys.
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