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N 19 Sficuum NRRL3135  phyA PHYA Kostrewa
+19 Gly 8 X- PHYA
Aspergillus ficuum NRRL3135 5 Cys8-Cysl7 Cys48-Cys391 Cys192-Cys442
PhyA 10 N- Cys241-Cys295 Cysd413-Cys421
Asn-X-Ser Thr X
51.4kD »
85kD PHYA o B
Active-site sequence '°  CQVTFAQVL- a oa B 6
SRHGARYPTDSKGK +52~+74 B 14 «
Aspergillus ficuum NR- +58-+82 +88-+95 +107-+ 123 +
RL3135  phyA G+C 68.3% 141-+159 +193-+197 +200-+210 +213-+223 + 231-
+246 + 257-+ 261 +264-+ 281 +290-+ 305 + 334-+
DPhyA 345 +423-+429 +439-+443 B 6
+48-+82 +134-+138 +
173-+177 + 332-+ 337 + 383-+ 391 + 398-+ 403
460 ~480 © FEMFRBEDARMEATIRS®HIESS http://journals. im. ac. cn



1

Table 1 The phytase genes isolated from microorganism

ORF RHGx
bp D pH T RxP %
Aspergillus niger ficuum
NRRL3135 ALK0243 PhyA 1506 467 51075 2.55.5 55 — 18 21 22
A. niger 963 PhyA 1506 467 51142 1.8 5.7 57 92 15
Aspergillus terreus 9A-1 PhyA 1449 467 51411 5.5 70 60 23
Aspergillus fumigatus DphyA 1455 465 60321 5.5—6.5 70 66 24
Myceliophthora thermophila PhyA 1521 487 52537 5.56.0 NR 48 25
Talaromyces thermophilus PhyA 1521 466 51450 NR NR 61 26
Thermomyces lanuginosus PhyA 1481 474 51920 6.0 75 48 27
Emericella nidulans PhyA 1446 463 51785 NR NR 63 26
Schwanniomyces occidentalis PhyA 1283 461 51560 2.75.0 70 18 17
Bacillus subtilis phyC 1152 383 41802 7.5 50 6 16
Aspergillus niger ficuum
NRRLAL3S ALK0243 phyB 1616 479 52611 2.5 55 20 18
Zea mays PHYS11 1167 388 41662 4.8 55 5 20
* Aspergillus niger ficuum NRRL3135 ALK0234  phyA NR
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RHGxRxP cumm NRRL3135  phyA DphyA
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0 ArgS8 7600u mL Moore E. 2 A.oryzae
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mlL  750u mL
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Molecular Biology and Gene Engineering of Phytase
YAO Bin'  FAN Yun-liv?
' Feed Research Institute *Biotechnology Research Center Chinese Academy of Agricultural Sciences Beijing 100081
Abstract Phytase is a new-style enzyme used in monogastric animal feed. The addition of phytase to feed can increase

phosphorus availability decrease environmental phosphorus pollution and improve the performance of animal. This paper

reviews the research progress and trend in recent studies related to molecular biology and gene engineering of phytase.
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