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adel Y95 a Table 3 Stability of expression vector in the diploid in
ADE1 comparison with that in the haploid
Y19 YEDISS Y95 Seran Sy of expresion vecor %
10G 20G 30G 40G 50G
1 Y19 YFDI158 82 70 62 65 53
1 Y95xY19 YFDI58 96 94 89 89 74

Table 1 Selection for diploid conjugon

Strain Number of clones on SD plate
Y19 YFD158 0
Y95 0
Y95xY19 YFDI158 51

Y95xY19 YFD158

2.2 Y95xY19 YFD158
YEPD 24h
48h 2
2
3
2

Table 2 The cell density of the diploid in comparison
with that of the haploid

Strain OD600um
24h 48h
Y19 YFDI158 0.214 0.246
Y95xY19 YFDI158 0.650 0.720

Grew the two strains in YEPD medium at 30°C for 24 or 48 hours.
The cell culture was diluted by 20 folds and measured the optical density
at 600nm.
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The stability was presented by the percentage of cells containing the

expression vector when grown after indicated generations G = genera-

tions.
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3
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4 SA-28

Table 4 The expression level of SA-28 gene in the diploid in

comparison with that in the haploid

Strain Dilution OD 4501
Y19 YFDI58 1000 0.16
2000 0.07
Y95xY19 YFDI58 4000 0.22
8000 0.11

The crud yeast extracts were diluted to appropriate dilution and
subjected to ELISA assay.
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1 Southern
Fig.1 Southern blot analysis HBsAg
Genomic DNA of yeast strains were exacted digested with Bam HI Fu > HB-
and subjected to Southern blot analysis using the mixture of SA-28 SAg
gene and HIS3 gene {ragments as a probe. Each land contains 1pg of 2
yeast genomic DNA.1 Y19 2 Y95 3 Y19 YFDI158 4 Y95xY19

YFD158. The size markers are shown alongside the autoradiogram.
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The Diploid of Genetically Engineered Yeast for Expression of Hybrid HBsAg Gene SA-28
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Abstract By mating a yeast haploid expressing hybrid HBsAg gene SA-28 Y19 YFDI158 with another hapolid Y95 the
diploid Y95xY19 YFD158 was constructed. The experiments showed that the cell density of the diploid in fermentation
was three time higher than that of the haploid the stability of expression vector in the diploid was much higher than in the
haploid the xpression level of hybrid HBsAg gene of the diploid was more than three time higher than that of the haploid

and the average cope number in diploid cell was a little lower than that in the haploid.
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