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Lane 1~7 were Restriction digestion results of the six recombinants
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37C
150 pg mL
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CH2 CH6 DNA
3 CH2

100 pg mL

115 bp

E. coli

200 pg mL

5" GGAACATCGTACGGAGATCATACGCAGC ATG TCAGATC-
CTGAACTCACCGOGACGTCTGTCGAGAAGTTTCTG3’

CH2
3 ATG ATG
46 bp TATA CAAT
CAAAT ATG CTA
CH6 1093 bp 3
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5 AGTGCATGCGACTCTCTGAGACTGACA ATG GOCCAGTAC-
CTTAAA GAT CCTGAACTCACCGCG

ACGTCTGTCGTCGAGA AG CTG3’
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GATCGTATTC TTCATAGCGA GACTTCTAGT
AATTGCATCA ACAGTGCGAG TACCCTGGAG
GGGGCTCTAA GACGCGCAAC ACGCACCGTA
TGCAGCCGAC CGTGCCGAGC TCGCTTGACA
ACTGTCACGC AGTTGCCGAA CCCTTCAGCC
CTGTGCAAGT AACTTCAGCA GGAAGCAGTA
TACAACCTTC TTATCGGCTG GGCGCAACAG
TICTGCAGGA AGCCGGCTGT AATAAAGTTG
GGGCCTGACG AGAGCCGTCC TTTCCTCTAC
TAGCATAGAA CTGAATACAA GACGTACCCG
CATCGTATGT GGTAATCGCT GCCGCCAGCA
AAGCCGGCTT CGCCGTCGTT CTCTGTTACA
CGAATTGGCA CAATGATGAG CATGCGTTAG
CATAGCGTTG TTTACAATTT CTGGGTTTAG
TTTGCAGCGG GCAACAAAGA ACCTACGATT
GTGCATTTCG CTTGGCACCA TTACAAAAAC
ATCTTGGAAG TTTTATAATG GGAACGGATA
GCACGGACTT TGTCGGCACC GTTGCCCAGT
CAGTACCTTA AA

3

CACTGCTCCT ACGTTAACTA AACAACCCCC
ATGAGTTCAT AACCGTCAAC AGCTTCTTCA
GCGCGAGGGC CGACCAGCGA CCCTCCCTGC
TTGCACGACC GAGAAGCAGC GTCCCGCTGG
GTCGCAAGTG ATGACAGACA CAGACCCCGC
CGATAAGCTG CGCCCGACAC CTGTCGGGGT
CACCAGGCTG GCCTTACGGA CCAGATACCG
CTGCAGTCAT GGTCAGGTCG ACTAGTGCAG
ATTGGTAGAC TTGTCAGTCA TAAACCTCGG
TTGAAGTTGC GATGTTGGCC GTGAAAGAAC
GCAGCTCTTC CACAATCTTC ACAACGCCGT
TTACATCGCA CTGAATTTTC GGTTAGCTCT
AGTTGGAATA GGCGGGGGGT TAACGCGAAC
AATTAGAAGG CTGCCCGCGC CTTGGGCCAG
CTCAAGCTGC ATTCGACACA ACTCCCGATG
TTGACTGCAA CAGCTGTCAG AGGTGAAGAT
CGCACCCCGA GTCTTGGGCA ACACAACCTA
GCATGCGACT CTCTGAGACT GACAATGGCC

Fig.3 The nucleotide sequence of

two promoter-active fragments
The TATA and CAAT boxes are underlined
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Fig.5 Dot hybridization analysis of transfornmants

4 Hegy PCR Hph encoding region fragment was used as probe total DNA was
Fig.4 Analysis of the transformants by PCR from nontransformed P. chrysosporium lane 1  Transformants B3
Lane 1 2 3 4 5 were PCR amplyfied products from wild type strain lane2 and B2 lane3  respectively

and two of P. chrysosporium putative transformnants’ total DNA

RNA
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Isolation and Characterization of Promoters from Phanerochaete chrysosporium

LI Wei ZHANG Yi-Zheng
College of Life Science Sichuan University Chengdu 610064

Abstract Promoter-probe vector pSUPVS8 was used to clone promoters from Phanerochaete chrysosporium directly in
Escherichia coli. Six hygromycin B-resistant recombinants were obtained and two inserted fragments of them were se-
quenced. The results indicated that they contain several sequences similar to eukaryotic cis regulatory elements. Only
pCH6 could transform P. chrysosporium into hygromecin B resistance. PCR and dot hybridization analysis indicated that
it was introduced into P. chrysosporium successfully and leaded to the HmB-resistance. The results demonstrated that
HmB-resistant gene hph could be used as an ideal reporter gene for P. chrysosporium transformation.
Key words E.coli P.chrysosporium gene promoter promoter-probe vector sequencing

© FEMFRBEDARMEATIRS®HIESS http://journals. im. ac. cn



