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Cloning of the Sugar Related Biosynthesis Gene Cluster from Streptomyces tenebrarius H6

LI Tian-Bo' = SHANG Guang-Dong® XIA Huan-Zhang' WANG Yi-Guang® "
' Shenyang Pharmaceutical University Shenyang 110015 China
% Institute of Medicinal Biotechnology CAMS & PUMC Beijing 100050 China

Abstract  Streptomyces tenebrarius H6 produces a complex of aminoglycoside antibiotics such as apramycin tobramycin and ka-
namycin B etc. To study the apramycin biosynthetic genes the genomic library from the Streptomyces tenebrarius H6 was estab-
lished using E . coli/ Streptomyces shuttle vector pKC505 by in vitro packing. The probability of finding a specific gene from the li-
brary composed of 3 000 colonies was over 99.9% . According to the highly conserved sequence of the genes involved in 6-de-
oxyhexose biosynthesis primers were designed and 0.6kb fragment homologous to sirE gene was obtained by PCR.30 positive
clones were found from the genomic library of S . tenebrarius H6 with the 0.6kb fragment as a probe. Overlapped regions were lo-
calized by Southern hybridization and putative sugar related biosynthetic gene cluster was mapped by restriction enzyme diges-
tions. An ORF of dTDP-glucose-4 6-dehydratase gene consisted of 1 132bp designated as aprE was obtained and submitted to
GenBank under the accession number of AF306787. A DNA sequence highly homologous to strL coding dTDP-4-dehydrorhamnose
reductase was found linked with aprE gene.
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