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1 RERXEAATORRRAIIREDE
Fig.1 Sandy culture of the erypto-viviparous fruit of Avicennia

marina in 50%0 and 0% salinity condition respectively
A.50%0 salinity cendition; B_0%e salinity condition

1.2.3 ¢DNA K Bt PCR §" 1 . 10u1. PCR R R B &
WA . cDNA B —E RN =8 0.6pL, 51 ¥ (Opem
A= 10 B BRAELT147)0. 2pmol/L, 11 10 x PCR
12 N 48 bk , 200pmol/L. dNTPs,0.5 B4 Taq DNA ¥
4 8 (Promega) . ¥ 3 & {F:94C A # 1min,36CE
¥ 1min, 72°C SE 4§ 2min, 3% 40 ME3F, R )5 72CHE
fdt 7min,
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Fig.2 Qualification of total RNA extraction of Avicenniz marino
in 50%e salinity condition and 0% salinity condition detected
by formaldehyde denatured gel electrophoresis
1.0%0 salinity condition;2.50%e salinity condition

2.2 ABEWIEX DNA ZHEREXKEGER

EZ57 8 Ak &3 8 31 ¥ (0PG5, OPH1Y,
OPHO1,558, 578, 588, 5168, 5198) R &~ 1% 1\ i #iff 19
DNA &4, H¥4E 3 1514 (OPH19,558,588) i i
HER DNA FEERERRBEFEANHRRER
b Ek, MEXLER LG PRE HRE3), 3
1 OPH19 P i th 3= R F Bt 24 600bp, fir & 4 cergl;
34y S58 ¥ 1M M E R F Bl 550bp, B B 9 carg2; 5l
1 S88 T I £ R K Bl 480bp, WA N csrg3.
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M3 BRI AAEFNAFEN )N mRNA Z 5 2 /m B K E i
Fig.3 mRNA differential display of Avicennia maring in 50%e salinity condition and (%o
salinity condition by 8% PAGE electrophoresis
1.0%o salinity condition;2.50%e salinity condition; M . Marker
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Fig.4 Hybridization of csrgl and the RNA of Avicennia
maring in 30%e salinity condition and 0%e
salinity econdition by Northern blot
1.0%0 salinity condition;?2.50%e salinity condition

2.4 HiEhHEX DNAETISHES

3 Bk A O 2 5 0 S e B -csrgl AT
DNA 3487 DNA FF3) 20t R B3 AL S i
F ABI373 #I B 3 W7 (X L E BUFFI WK 5,

csrgl H BX (0¥ 5152 Fl DNA TOOLs 3K {414 i —
£l @esrgl F B2 KK 593bp( BRI 85
) Hd AT B BT 3L 330 3, 5 55.6% ,GC & 1
Eixtdt 260 3505 43.84% NCARBIE W ETFME

1 AAGCTTCTGA CCAGCCAGAT CAAATGAACT TGGCTCAGTT CCAACTATCG

51 TCATGCCATC CTGTCTATAA ACATAAGCAC CTGGTGAGTA CAATACTGGC
101 AGCAAAACCA ACATAAGCAC CAACTATAGC AGTAGCTCCG GCCCGGCGTC
151 GCTGCTTGAG TGATTGTAAC TGTGGATGGA TCCTGCAGTG GGTTGTGTGC
201 ATGCATGGAT TTATTTCTCG TCTCATCTGG CGTAAGATGC AGTTGCTCTT
251 AGTTGCTCTN GTGCTCATCA TTGGAAAACG TTCTTCGGGG CGAAAACTCT
301 TTTTACTTTC GGGCATAAGT GTGTAACGGA AATGTTGCCT AATTACAGGA
351 GGTATTAACG GCGACACGGA AATTAGGCCA ACTCATACTA CTGGCTTAAT
401 CAGGTATATT GEFCTCCATGA GTCTCATGAA GGATACATAT GCCATTAATT
451 TCCTGCATGT GGTTGTGTGC ATGCATGGAT TTAGTTCAAG TCTCAGGACT
501 CCGCAAATTA AGTCTCATTA NTCGATTAGT CCGTTAAGTC ATGGTCCATG
551 NTTGCATTCC AATGGATTGC CCCATTCGAT GTTATTCCCG GTGCCTTAAT
601 CCAATTTGTC CGACCAGTCT TCGAA

B S cerpl B EEHY DNA RIS IRES R
Fig.5 DNA sequencing of csrgl fragment

3% 0.52% . @B ATH ARS8 LM E cDNA
5] i A GenBank i, 5k & #8489 o) B 310,
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Extraction of the Salt-tolerant cDNA in Mangrove Avicennia marina
by mRNA Differential Display

ZHOU Han-Tao™ LIN Peng
( School of Life Sciences , Xiamen University , Xiamen 361005, China)

Abstract RNAs of the leaves in Avicennia marina , which cultured in 50%e and 0%e salinity condition respectively, were isolat-
ed for mRNA differential display analysis. Screened by OligodT;; GC and eight 10-oligonucleotide arbitrary primers, differential
¢DNA fragments-csrgl (600bp) . csrg2(550bp) csrg3(480bp) , only appeared in the leaves of Avicennia maring cultured in 50%0
salinity condition . After detected by RNA dot hybridization, only csrgl appeared the difference between the RNAs of the leaves in
Avicennia maring cultured in 50%c¢ and 0% salinity condition respectively, and csrgl was confirmed as the salt-tolerant ¢cDNA.

esrgl was eloned and sequenced. After searching in Genbank, there were no similar sequences reported.
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