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Quantitative Studies of the Production Phase in rHSA Fermentation

HUANG Ming-Zhi®  GUO Mei-Jin CHU Ju HANG Hai-Feng ZHUANG Ying-Ping ZHANG Si-Liang
State Key Laboratory of Bioreactor Engineering National Center of Biotechnology — Bioengineering College
East China University of Science and Technology ~Shanghai 200237  China

Abstract The model equations of the production phase of THSA fermentation were derived on the base of both elemental balance
and metabolic balance then the unknown parameters of the model were estimated by multivariable optimization. The possible
reasons of discrepancy of production rate between different period of fermentation were discussed. The model could preferably de-
scribed the relations between different macroscopic reaction rates of the process and keys for the high-efficiency expression of HAS

were deduced.
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