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2.2 cDNA 16 cDNA
“ ” NPC-A-1 ~ 16 16
107 10
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23 NPC-A-5
2.3 NPC-A-6 NPC-A-7 3
cDNA GenBank Accession No. AY320401
BLAST NCBI  GenBank AY320414 AY320402
23
1 SEREX
Table 1 Genes identified by SEREX analysis of human NPC tissue ¢cDNA library
Size of inserted . . . .
Name DNA bp Identity GenBank No.  Chr. location Product function feature expression pattern
NPC-A-1 384bp RPI31 NM-000993 2q11.2 thosom.al prot.evlnL'il a component of the 60S subunit. Higher levels ex-
pressed in familial adenomatous polyps.
S100 calcium-binding protein A2 a member of the S100 family ubiquitously
NPC-A-2 523bp S100 A2 NM-005978 1921 expressed involved in cell cycle progression and differentiation have a tumor
suppressor function.
H2A histone family member Z. A basic nuclear proteins that are responsible
NPC-A-3 553bp H2AFZ NM-002106 4q24 for the nucleosome structure of the chromosomal fiber in eukaryotes is required
for embryonic development .
NPC-A-4 462bp MT2A BC007034 16q13 Metallothionein 2A  ubiquitously expressed in multiple cancers.
NPC-A-5 383bp Novel gene AY320401 Unknown
NPC-A-6 620bp Novel gene AY320414 Unknown
NPC-A-7 372bp Novel gene AY320402 Unknown
KIAA1630 protein lies within an 82 kb intron of the regulator of nonsense
NPC-A-8 344bp KIAALG30 NM-018706 10pl4 Franscnpts 2 ‘ RENT2 gene and is transcribed in the opposite direction fro%rn
it. The protein has some similarity to dehydrogenase and transketolase protein
domains.
. . . N . . .
NPC-A9 150bp RPSS NM-001009 19q13.4 Rlboso@d protein S5 belon,-,s to the S7P family -of nbosomal proteins. It is
located in the cytoplasm. This gene expresses variably in colorectal cancers
NPC-A-10 600bp KIAA0672 NM-014859 17p12 KIAA0672 gene product function unknown.
NPC-A-11 406bp CTB-95A14  AC005081 chr.7 Unknown
NPC-A-12 1465bp HS333H23 AL022326  22q12.1-12.3  Unknown
Heat shock factor binding protein 1  overexpression of HSBP1 in mammalian
NPC-A-13 589bp HSBP1 NM-001537 16¢23.3 cells represses the transactivation activity of HSF1 as a negative regulator of
heat shock response.
Ribosomal protein L6  belongs to the LOE family of ribosomal proteins. The
AL ; protein can bind specifically to domain C of the tax-responsive enhancer ele-
NPC-A-14 324bp RPLO NM-000970 12q24.1 ment of human T-cell leukemia virus typel and it has been suggested that the
protein may participate in tax-mediated transactivation of transcription .
NPC-A-15 415bp NCL NM-005381 2q12-qter Nucleolin a eukar‘yotlc nucleolar phosphoprotein is involved in the synthesis
and maturation of ribosomes.
NPC-A-16 573bp LOC254948  NG-002468 15¢25.1 Ribosomal protein L9 pseudogene function unpublished.
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Construction of cDNA Library from NPC Tissue and Screening of Antigenic Genes

SHU Jun LI Guan-Cheng” HE Xiao-Juan
Cancer Research Institute  XiangYa School of Medicine ~ Central South University ~Changsha 410078  China

Abstract To obtain the NPC-associated antigens a powerful new method SEREX serological identification of antigen by
recombinant ¢cDNA expression library ~ was used for identifying the antigens eliciting humoral immune response . Before perform-
ing serological analysis a high quality cDNA library derived from human nasopharyngeal carcinoma NPC tissue was construct-
ed. The primary library consisted of 3.64 x 10° recombinants and the recombinant rate was 94% . For better preserving the c¢D-
NA library it was amplified. As a result the titer of the amplified cDNA library was 3.8 x 10° pfu/mL. With SEREX method

immunoscreening for the detection of reactive clones in the human NPC tissue ¢cDNA library was performed with autologous se-
rum. As a result 23 positive clones encoding antigenic genes were obtained after immunoscreening and the nucleotide sequenc-
es of cDNA inserts were determined and analyzed with BLAST software in GenBank. Results showed that the 23 reactive clones
were derived from 16 different genes. 10 of 16 genes had high homologous to the genes known in GenBank such as RPL31 S100
A2 MT2A etc. However there were also 6 genes with low homology to the genes known in GenBank. Furthermore 3 of 6 genes

may be novel genes. The associations of these genes to NPC and the roles that they played in the occurrence and development of
NPC should be revealed by further research.

Key words nasopharyngeal carcinoma c¢DNA library SEREX antigenic gene
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