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cDNA Microarray on Differentially Expressed Genes of
Adipose Tissue in Two Breeds Chicken
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Abstract ¢DNA microarray containing 9024 ¢DNAs was used to construct gene expression profile in order to screen differentially
expressed genes of adipose tissue between broiler and Bai' er and investigate the molecular mechanism related with body fatness
traits between the two breeds. Sixty seven differentially expressed genes being involved in fat metabolism energy metabolism

cytoskeleton transcription and splicing factor protein synthesis and degradation were screened out. Furthermore some genes
that had no annotation in GenBank were screened out they were presumed to be unknown new genes. The roles that they may

play in chicken fat metabolism need clarify later.
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Fig. 2 The result of scanning ( partly magnified)

£1 BABSRHANE-AEEBAABSERREER
Table 1 Part of differentially expressed genes between Brioler and Bal’er

Category GenBank ID Definition Average ratio(Log)

Fat metabolism M18746.1 Chicken apolipoprotein Al { Apo-Al) -1.78
X60547.1 Chicken lipoprotein lipase gene 1.17

Energy metabolism X00954. 1 Chicken mRNA for creatine kinase-M ( CK-M) -1.45

U19926. 1 Gallus gallus troponin I {ini} -1.57

ABO52717.1 Gallus gallus skTinod mRNA for skeletal muscle type tropomodulin -1.06

Transcription and splicing factor BC008062. 1 Homo sapiens, basic transcription factor 3 -1.68

BC001954.1 Homo sapiens, U4/U6-associated RNA splicing facior -1.35

Protein synthesis and degradation AF330008.1 Gallus gallus eukaryotic initiation factor 2 alpha kinase -1.15

' NM 021447 .1 Mus musculus ring finger protein 30 ~-1.04

Cytoskeleton NM ,022899.1 Homo sapiens likely ortholog of mouse actin-related protein 8 ~-1.64
Intracellular trafficking XM 037726.4 Homo sapiens brefeldin A-inhibited guanine nucleotid hange 1.11
Cell defence J02579.1 Chicken 70 kd heat shock protein 1.15

Others BC007738.1 Homo sapiens, chromosome 11 open reading frame 23 -1.33
XM 415017 Gallus gallus similar to chromosome 20 open reading frame 72 1.42

NM .015196.1 Homo sapiens KIAAQ922 protein -1.51

NM .015023.1 Homeo sapiens KIAA1037 protein -1.27

XM 0535742 Homo sapiens hypothetical gene -1.41

Note : Ratio < - | means the gene expresses higher in bai’er than in brioler, Ratio > 1 means the gene expresses higher in brioler than in bai’er.

3 it
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