22
2006 11 Chinese Journal of Biotechnology

Vol.22 No.6
November 2006

Design and Implementation of DB Sequence Optimization

Software

1% 2 1 1

XU Long'* LI Tao> ZHOU Xiao-Wei' and HUANG Pei-Tang'

1 100071
2 100850

1 Beijjing Institute of Biotechnology  Beijing 100071  China
2 National Center of Biomedical Analysis  Beijing 100850  China

SD SD DB Downstream Box mRNA
DB 5

DB 16SrRNA
Q786 A 1000-3061 2006 06-1032-04

TIR

Abstract TIR Translation Initiation Region efficiency is very important in prokaryotic expression. The TIR’ s efficiency is

highly dependent on SD  Shine-Dalgarmno sequence distance between SD sequence and start codon DB Downstream Box

sequence TIR' s second structure codon adaptation and so on. In this paper we designed and implemented the software to

optimize DB sequence and 5’ rare codons. It generated some optimization sequences by analyzing the target sequence and

comparing it with 16S RNA. And the optimization sequences is sorting by number of base pairing location of base pairing and

codon adaptation. We drew up the algorithm and the core of code in this paper.

Key words DB sequence 16SrRNA base pairing gene expression software design
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Fig.1  Algorithm flowchart of the software
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2.1
Windows XP " Borland
Delphi 6.0 Paradox 7 Windows 98/
ME/2000/XP
2.2
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A, & C, 13 G’ & T’
3
3
30bp
2.2.2
ACCGTT
AACGGT
2.2.3

|Input sequence}—VI Preprocessing|—>| Preferences |

Yes - S~ No Generals
Single match? degeneracry group

seql

GAATTCCCGGGGATCCGTCGACCTGCAGCC
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200M
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seql
30bp 14bp
30-14+1=17 “ "
5/
seql 17
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