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MOLECULAR CLONING OF BOVINE GROWTH
HORMONE cDNA

Song Dexiu Ni Binhui Dai Zhonghan Shi Yinghsien
(institute of Developmental Biclogy. Beifing)

The cDNA Wwhich is complementary to bovine growth hormone Poly(A)~
RNA has heeza cloned.'}‘etai Poly{A)Y"RNA were isolated from bovine pituitary
gland and used as template to synthesize double-stranded cDNA with avian
myeloblastosis virus (AMV) reverse transcriptase, RNase A, DNA polymerase
i, Double sﬁagded ¢DNA had been'i‘nserted into pBR322 plasmid at Pst I site
with oligo dG_-.-tailed and oligo dC-tailed method and ¢DNA library had been
consiructed, Using $iPp-labeled BGH gene fragment as a probe, seven positive
clones were isolated by dot hybridization technigues and two of them(Number
1 and Number 2) had been further characterized by Pst Land Pvdll digestion,
One clone was shown (o confain the entire bovine growth hormone coding
regions,
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Autoradiogram of double-strands cDNA synthesied in different incorporation time
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Autoradiogram of double-strands cDNA synthesied by different units of E, coli DNA poly-
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Sizing of cDNA inserts
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Sequence of Pst I fragment (350 bp) of PbGH-1 #k ik Pst I ki '® The arrow indicate

" the Position of the Pst] site
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Southern blot analysis of PhGH-1 and PbGH-2
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same Hind I markers as Plate J-A
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Song Dexiu et al, ! Molecular cloning of bovine growth hormone ¢DNA
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