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Fig. 1

The arrangmeni of the sequenced subclones of the DNA fragment containing the par™ gene

B BARTY psr XEHM DNA KB, 1% Mismpis NBEMEEITE, psr-1, psr-2,
psr- 3 AEUF MBI BN S E RAEN AU, ETHRASHK T X BOERAKET
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In the Fig. 1 DNA fragment containing psr™ gene indicated by the solid line, the upper
lines indicaled the sequenced subclones wilh Mi3mp18 as veclor, psr-1, psr- 2, Psr- 3
were individual contiguous DNA sequences obtained after sequercirg some racdom pick-
ed subclones, The subclones (solid arrow) required to fill in the gaps were easily found
according to 1he 1exi The under lines indicated the sequenced subelones with Mismpis
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A SIMPLE AND RAPID METHOD TO SELECT THE
PARTICULAR SUBCLONES REQUIRED TO FILL UP
THE GAPS BETWEEN THE CONTIGUOUS

DNA SEQUENCES

Lu Youyi Ni Fudi Hong Guofan
(Shanghai Institute of Blochemistry, Shanghai)

In this paper, We described a simple and rapid method to fish out the
subclones required to fill up the gaps created between individua olentiguous
sequences, The subclones were generated by the non-random DNase I stra-
tegy,The contiguous DNA sequences were rapidly formed after scquencing of
some amount of random-picked subclones, The subclones required to fill in
the gaps were casily found by gel clectrophoresis of mixed subclones, which
were co-clectrophoresed with the subclones as markers that were located at all

the ends of the individual contiguous sequences,
Key words

DNA sequencing; psr-gene; SDS-agarose gel cleetrophotesis
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Lu Youyi et al,:A simple and rapid mcthod to select the particutar  Plate I

subclones zequired to fill up the gaps between the contiguous DNA sequences

WA R A LN SDS - 37 s B B oo B %
5DS-agarose gel elecirophoresis of mixed subclones
A: BHBFESRBHSE AEAEN 1 —13)
fL1—7. BABRMMRFRENSE, ENEMDNAKEHLEYS 500bp
o —13: 1 —7 MABRARKESS
Electrophoresis of subclones with known sequence (eft to righl: 1 —13)
Lanes1 —7, individual subclones, the difference in length between which is about 500bp
Lanes® —13, mixiure of subclones loaded on lanes 1107 .
Lanes9 —13 showed that all the individual subclones were very well separated
B: ReBREHIE
L1 FERBENERAEERR
z2— 90 ERETREHER
R E AT 8, FL 8 & MWIR-S & A E DU PGS ey %
Electrophoresis of subclones picked up at random.
Lane 1, the subclones located at 1he ends of individual contiguous sequences
Lane 2 ~9, subclones picked up at random. K was showed that the Bridging subclones
could be found in, for instance, Lane 3 and Lane 8
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