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Fig.3 Four mating groups of the first genera—

tion

1. Female and male mice without MT-
hGH gene, all of descendants without
MT-hGH gene

2, Female and male mice carrying MT-
4GH gene, most descendants carrying
MT-hGH gene

3, Male mice carrving MT-hGH gene,
femsale mice without MT-hGH gere,
some descendants earrying MT-hGH
geoe

4. Male mice without MT-hGH gene,
female mico carrying MT-hGH gene,
some descendants carrying MT-hGH
gene
B: Mice carrying MT-hGH gene
J: Mice without MT-kGH gene
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B4 BB DNA BAHRE

Fig. 4 Dot hybridization of DNA from mice
tail (the second generation, No, 63
control; No. 14,15,61,85,67¢ positive)
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Fig. 5§ Weight comparison of transgenic
meuse and the control
1, Transgenic mouse
2, The control
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Table 1 The body weight of transgenic mice and controls

1St generation 2nd generation ard generation ‘
BOD BE | #OD BF) #(OM) B
30 E 20,2+4,3 19,0%3.2 20,7%1.1 17.6%1.1 16,4%2,8 15,6+2.5
days C 16,911.,4 17,0+3,0 20,0%4,2 17,743,4 15,7+3.9 11,7+2.8
40 E 28,8%5,0 23,3440 25,4+1,7 19,52 2.5 24,6%3.0 21,0%2,1
days C 24.312,4 23,2+2,8 24,91 4.1 19,144,3 24,7%2,5 '20,7%5,3
50 E 12,0+5.6 24,9150 26.9%2,9 21,2+1,8 27,9%2.3 22, 5+2.2
days C 26,31 3,1 24,1439 26.8t4,0 22,812,9 29.8+0.8 | 23.9%5.3
60 E 33.2%86.5 26,2+8.0 29,8134 ‘ 23,5+2,0 ‘ 30,1+2,9 24,1221
days C 27.5%2,7 24,3%4.3 30,0k 4.8 24,7128 33,1%+1,1 25,7%4.5

¥y hmfr, E. %A AR Transgenic mice, C, 3 E MR Controls, M. Male, F. Female

> % X B
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THE GENETIC ANALYSIS OF TRANSGENIC MICE -

Shi Yingxian Ji Xiaodong Li Guangsan Shu Youmin
(Institute of Developmental Biology, Academia Sinica, Beijing)

The structural gene coding for human growth hormone (hGH) was fused to
the promotor of the mouse gene for metallothioncin-1, These fusion genes were
introduced into pronuclei of the fertilized eggs of mice by miecroinjection, We have
injected MThGH genes into 121 mouse eggs and tranzfered into oviduets of eleven
psctdomother, Seven of eleven mathers gave birth,Fourty three litters 'was born,
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These litters was grown up for three months, The tail was cut to isolate the
DNA, DNA was eXxamined by dot hybridization and Southern blotting, Eighteen
mice incorporated the fusion genes and grew larger than control mice, Syntheris
of human growth hormone was indueced further by Zinc, which normally induce
metallothionein gene expression, We also isolated the RNA I[rom the liver of trans-
genic mice, These RNA were hybridized with hGH gene, This was showed
that on the transeription level hGH gene was transeribed into mRNA in the trans-
genic mice, Using the same method to examine the second and third generation
of the transgenic mice, We have found that ineorporated gene can inherit 1o the
generations, But the body weight of transpenic mice seems to decrease in the
progeny, The offsprings which obtained from different combinations of parents

(carrying or not carrying hGH gene)were different,

Key words

Human growth hormone; transgenic mice; hybridization

B K ¥ B

Explanation of Plate [
A, Bt ER /R DNA-Southern #47, 1—4 E4 M EFW RS EDNA
Southers hybridization of DNA from four mice of the second generation
B, #=R&EHHH DNA-Southern #47, 1—8 ¥4 M EHAHAHHDNA
Southern hybridization of DNA from eight mice of the third generation
C. ZR¥EFE/MER RNA-Northern 447
Northera hybridization of RNA from three gemerations
0, " a control 1—4, the first generation

5—¢. the second generation 7, the third generation
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