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Fig.1 Site-specific gene mutagenesis
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Fig.2 DNA sequencing of the mutant (the
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Table 1 Comparison of activities of
TNF Glnss and TNF

FiL R TNF % #
Expression TNF Activity

plasmid (% 103u/ml)
pBVTNF202 189,0
PBVTNFE25 0,271
pBV220 ‘0.0
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Fig.s SDS-PAGE of TNF and the mutant
a, SDS-PAGE of bacterial lysate, b, SDS-PAGE of purified mutant protein
1, Standard MW marker, 2, Mutant protein, 3, Tumor necrosis factor
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Proteins  Specific activity( x 104u/mg)
TNF 842.0
TNFGInss 1,458
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Significance of the 56th Tyrosine of Tumor Necrosis

Factor for Its Cytotoxic Activity

“hang Dezhen Chen Sumin Chen Nanchun Zhi Gang Su Chenzhi
(The Fourth Military Medical University, Xian)

A conserved amino acid residue, the 56th tyrosine was substituted by
glutamine using site-specific mutagenesis, The expression level of this
mutant protein in E ,coli did not changed signifigantly,however,its speci-
fic activity of the cytotocity on L929 cultural cells decrcased 583 times

as comparing to the unmutant tumor necrosis factor.

The resulis show

that the tyrosine 56 residue or the region where tyrosine 56 located is
important for the cytotoxicity of tumor necrosis fator,
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structure-function relationship in protein
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