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Fig. & Autoradiography of #*5-5ib trans-
cript incubated - with RNasell
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1. The transcript alone; 2, Molecular
weight standards, 3, The transcript
incubafed at 37°¢ for 15 miny 4ands,
The transcript added RNasel and in-
cubated at 3¢ for i5 min,
Nuclectide numbers of different frag-
ments are showed salong side.N.other
transcript of the plasmid. '
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Overexpression of rnc Gene and Purification
of RNasell

Chen Sumin
(Department of Biochemistry,The Fourth Military Medical University,Xian)
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{Laboratory of Chromosome Biology,NIH/NCI-FCRF-BRI,Frederick,Maryland, U .5.A.)

The reason for low content of ENasell in FE.coil is that RNasell has
a negative feedback action on itselves synthesis by cutting the transpript
of itselves gene, rne, at 5/-terminal, On these grounds, the scheme for
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overproduction of RNasell was designed, The 5/-flank sequence of rne -
gene which transcript forms a secondary sfructure'cutting by RNasell was -
removed,and the whole coding sequences including the translationa| initia-

tion signal was reserved and put undér the control of P, promoter, The

constructed plasmid, pCR21, with the recombined rnc gene overproduces
RNasell which occurs over 65% of total cell protein and forms inclusion

body in E, coli after 42°C induction, By utilizing the characteristics of

solubility of the protein, electrophoretic pure RNasell has been obtained

with a simple procedure mcludmg lyzed - the bacterial cell and washed

precipitate of the lysate repeéatly at ]ow temperature a.nd }ow salt concew

tration, dissolved and passed thmugh Q Sepharose FF column “in- hlgh:'
salt concentration and room temperatuxe Pu11f1ed RNasellI ylelded 10—
12mg per 100ml culture and cut A sib transcrlpts at specval szte:, RNase]]I

with an activity on binding ATP spécifically has been found,
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