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Construction of Genomic Library of A Fresh Water
Teleost (Leuciscus waleckii) and Detection of Its

Homologous Sequences of Antifreeze Protein Gene

Fei Yunbiao Yu Jiankang Chen Lianghiao
Wang Yaping Yan Shaoyi
(Institute of Developmental Biology, Academia Sinica, Beijing)
i Jin Guanquin _
(Guongyi Fisheres Research Institute, Nanning)

The genomic library of one kind of cold-temperature resistant fresh
water teleost, Leueciscus waleckii, was constructed by using phage EMBL3
as vecter, Three positive hybridized recombinant ' phage plaques were sc-
reened out by AFP gene probe of a marine teleost,North American win-
ter flounder (Pseudopleuronectes americanuys), Three positive hybridized
bands of 2,7 kb/Sacl, 8 kb/BamHI and 20 kb/HindliI DNA segments ob-
tained from these positive hybridization recombinant phage DNA were
identified when a AFP gene and a 0,4 kb ¢DNA of ATP gene of a ma-
rine teleost, lhe winter flounder, were used respeclively as the probes
for Southern analysis, These prelinﬁnary resulfs show that a homologous
sequence of AFP gene of winter flounder seems to be present in the ge-
nome of Leuciscus waleckii, |

Key words

Leuciscus waleckiiy fresh water teleost; genomic library; antifreeze
prolein gene
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