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-10 3
ACCATGAAGGCATAGAAAAASAGCAAGGGCTAATACARETAAAGOTTCOTTGATTACTCATCTATATACTAREBRGTTICTA - 81

AT6 AAA TIT AAA AAA ACT ATT GGT GCA ATG GCT TG ACC ACA ATO TTT £TA GCA GTG AGT 141
Met Lys Phe lys Lys Thr Ile Gly Ala el Ale Lew Thr Thr Mei Phe Yal Ala Val Ser

¥ ' '
GCT TCA GCA GTA GAG AAA AAT ATT AGT GTA ACA GCT ABT GTT AT CCT GCA AT GAT CT!
Ala Ser Ata Yal Glu Lys Asn lie Thr Yal Thr Ala Ser Val Asp Pro Kt [le Asp lew

201

TIG CAA GCT GAI- GGG AAT GCGT CTG CCA TCA GCT GTA AAG TTA GBT TAT TCT LCC GCA TCA 261
Ley Gin Ala Asp Gly Asn Alz Lew Pro Ser Atz Val Lys Lew Ala Tyr Ser Pro Ale Ser

AMA ACT.TTT GAA AGT TAC AGA GTA ATG ACT CAA GTT CAT ACA AAG GAT £iCA ACT AAA ARA 321
lys Thr Phe Glu Ser Tyr Arg Yal Mei Thr Glo Yal Hig Thr Asn %8g Ale Thr Lys Lys '

' . Eco BY ’
GTA ATT GIT AAA CTT GCT GAT ACA CCA CAG CIT ACA GAT GTT CIG AAT ICA ACGT GTT CAA 381
Yal Ile Yal Lys Leu Ala Asp Tar Pro Gln Lew Thr Asp Yal Lew Asn g8 Thr Val Gle

ATG OCT ATG AGT GIG TCA TGG G6A GGA CAA GTA TTA TCT ACA AGA GCC AAA GAA TTT GAA 441
Met Pro lie Ser Yai Ser Trp Gly Gly Gla Yal Lew Ser Thr Thr Al Lys Glu Phe Gl

GGT GCT GCT TTG GGA TAT TGT GCA TGC GGT GTA AAT GEG GTA ICA TGT TCT GAA GAG TTA 501
Ala Ala Ata Lew Gly Tyr Ser Ala Ser Gly Yal Asn Gly Yal Ser Ser .Ser Gln Glu Lew .
. CPst I
GTA ATT AGG GCT GGA UCT AAA ACT GCG GGT ACC GOC CCA ATT BCA GGA AAC TAT TCA GGA bl
¥al Ile Ser Ala Ala Pro Lys Thr Ala Gly Thr Ala Pro Thr Ala Gly Asn Tyr Ser Gly

Bam HT

GTA GTA TCT BTT GTA ATG ACT TG GGA TG I0A TTCTTTTATTTAAAAGGAGGGGGTATGTTTATACAT 630
Yal Val Ser Leu Val Mel Thr Leu Giy Ser xax
CLCTCCTTETICATOOAAATOAATTTATATGAAGCATAAAAAARAGAATAGATTADTCOTABLGATTITCA 700
. e
Bi1 CFPA/IZRHHEERER

Fig.1 Nucleotide sequence of ihe CFA/1 gene and its flanking regions

Hydrophobic amineo acids are underlined, The three shaded amino acids are the

ones that differ from the protein sequence, The arrow between codons 23 and 24
indicates the cleavage site of the signal peptide of the CFA/1 precursor,.SD indi-
cates the Shine-Delgarno sequence, s+« indicates the termination codon, The arr-
ows under the 3¢ end of the sequence are regions of approximate dyad symme-
iry that may be involved in rho-independent termination of transcription,
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Nucleotide Seq-uen_ce of the Colonization Factor
Antigen 1 Gene of ETEC and Examination of
CFA/1 Recombinant Clone by Electron Microscopy

Zhang Zhaoshan Li Shugin Huang Cuifen
¢Institute of Biotechnology, Academy of Military Medical Sciences, Beijing 100850)

The structural gene of the colonization factor antigen 1 (CFA/1) has
been sequenced, The amino acid sequence of CFA/1 precursor deduced
from tbe nucleolide sequence is composed of 170 amino acids, The first
23 amino acids are considered 1o be the singnal peptide of the CFA/1
protein, On the basis of ihe nucleotide sequence, three amino acids are
different from the protein sequence, amiino acid 37 is an alanine instead
of a valine, amino acid 76 is an aspartic acid instead of an asparsgine
and 97 is a serine instead of an elanine, The CFA/1 is very hydropho-

bic, Among the tolal 170 amino acids, 47% of them are hydrophobic

amino acids, CFA/1 gene has a typical Shine-Dalgarno sequence AGGA,
CFA/1 gene promoier, has a sequence TACAAT that was assigned as
ithe ~10 seguence, but does not bave a sequence that can be designa-

ied ithe — 35 promoter ssjuence, The G+C ralio of the CFA/1 gene is

40% , Examination of negatively-stained preparations of cultures by elec-
iron microscopy showed thal strain E, coli C600 withoul recombinant plas-
mid coding for CFA/1 is non-fimbriae, but the cell carrying the plasmid
has thick pili on its surface,

Key words ETEC; CFA/1; nucleotide sequence; fimbriate
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