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Fig. 1

The structures of p~-ADR 1 and three expression plasmids used in this study.

The promoterless HBsAg gene was inserted in the Sal Isite of each Vector. The recombi-
nants with proper orientation (e. g. the MT promoter located at the 57 end of HBsAg
gene) were chosen for the transfection experiments

SV 40 enhancer

SV 40 splicing signal

Poly A signal from bovine
growth hormong gene

U@ &

HBsAg gene preS and S repr-
ecent iis coding regions

© FERFERMEDARFAATIKSHIET http

Mouse metallothionein promoter
7771 SV 4o poly A signal

m HBYV enhancer 1

HBYV enhancerll A HBV poly Asignal

ournals. im. ac

C

cn



414

X&E: CHFSORBERTHIE FER R AR #Em I

305

(ZOHBsAg R B HER &

L Bam RIS M Hp-ADR 1 47
3,2 Kb KW HBV AL, &HHHiEH
FFHABg TIE 02,8 kb ik, Kk
wEL R pUC 18/ Bam HI {75, 45
PUHBV Gk (E2-A), BEA4RBARRN
WL A B AL R A R b, 3154 A HBsAg
HAR S KT ERBREA—K &
MEFAFE, fiy AXho I AT, 7
TER H B 20 X5 Ao AlSal T g7,
A H4F5r ¥l HBsAg EREABXE T
FRBX, GBRWEAHBETITHREpoly A

%55 FXho I Bam HI SESL), 7T
FRHBsAgE EME X . ¥ FIIfpoly
AfZE; HXho I Hind III EFLy, M
¥ HBsAg WEIIEKMTHMEIEBRTR
poly A 552k, AGHREK &
A HBsAg HE N ELABIBAE
35 H4 (pSMKA | pSMBK#1pSMBKA)
HSal I {7 g1 (IfRER). #ER AT MIE
WM ELE (BIMTH ) TEHBsAgRH
M7 -3, KEHBsAg #9 8 FiE R HIA,
He 8458 R T E2-B-1,

Rt G HBsAg EFEZ&IEEWRT

Byt IBam Hl Xho| noet Him By 1vEam HE
A. pUHBY pras = 11 Ili[ -
Pp— S T 72522 NNN
c. somas O WV 55550 AN,
D pemwas N W T 55 A )
E. pSMEKS S L1 WN
P psuHEv.sKo I T ]
H. psMBKso R NN
I. psMscKB = IO ENN

B2 HBsAgE#ARMENTE
Fig. 2 Schematic representations of the HBsAg recombinant plasmids which were used
for analyzing the function of different genetic elements on 3’ non-coding region

of the HBsAg gene

The fragment of pBR 322 in each conmstruct is not shown. The symbols are
the same as described in the legend of Fig. 1
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Table 1 The HBsAg expression levels of
nine rocombinant plasmids in
a transient exXpression system
using HeLsa cells

Plasmid for HBEsAg level Relative

O transfection x(r?egé/ :Elln) act(x:;:y
1 Control 0 o
2 pUHBV 0 0
3 pSMBKHBV 40,0 133
4 pSMBKAS 40,0 1233
5 PSMKAS 37.5 125
6 pSMBKS 35,0 117
7 pSMHBV-AKE 30,0 100
8 pSMBKS-AE 5,0 17
2 pSMBEKSo 2.8 8
16 pSMS-AKB 1.5 5

The control sample was taken from the
medium of untransfected HeLa cells, The
Relative activity values are compared aga-
inst pSMHBV-AKB which contains an un-
modified 3’ non-coding segment of HBsAg
gene
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The Role of 3'Non-coding Sequences of Hepatitis B Surface

Antigen Gene in a Nonhepatic Cell Expression System

Liu Dongmei Shen Xiaozhou
(Institute of Zoology, Academia Sinica, Beijing 1000803

Tian Kairong
(Institute of Microbiology, Academia Sinica, Beijing 100080)

A series of expression vectors containing the hepatitis B surface an
tigen (HBsAg) gene were constructed in which the promoter region of
the HBsAg gene was replaced by the mouse metallothionein promoter and
the HBsAg 3/non-coding sequences were modified by various deletions
and/or additions of the heterogenous genetic elements, The expression
levels of the derivaties were evaluated in a transient expression system
in Rel.a cells, We bave found that the enhancer T of hepatitis B virus
(HBV) and the polyadenylation (poly A) signal are the most imborf;ant
elements for the axpression of HBsAg gene in nonhepatic cells in addit-
ion to a need for replacing the original promoter of HBsAg gene, The
heterogenous poly A signal in combination with the SV 40 splicing signal
could substitute the poly A signal of the HBsAg gene and moreover
could increase the expression level of the HBsAg gene in Hel.a cells, On
the contrary, the enbancer I of HBV has no effect on the expression of
the HBsAg gene in Hela cells, These results implicate another role of
HBV enhancer I on the stability of HBsAg transcripts in addition to the
demonstrated function of activating the promoter,

Key words Human hepatitis B surface antigen gene; hepatitis B virus
enhancers; polyadenylation signals; transient expression; HeLa cells
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