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Fig. 1 Construction of integrative plasmid for expression

and secretion of glucoamylase
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Fig. 2 Halos formed on starch plate by integra- -~ B[ 3 % &M {LF 8 Southern ERFEH7

tive transformants
R BT — g B .
2-3 EFSEE (LT % Southern EBB 4R

W= A Y 15 B P ) #%K- T Y33/ Y TPaG5-6 Fiid A% 4L T Y33/pSAK068 #E G fufk
DNA 83, JBTE YIPaGS 8985 Fi&H Y15 69 Bel 1 B8 V15 1E Southern HUIKL, 458
7FH 3,

EASEREBE LB cDNA K B R ERET, 3 R fk DNA K B {E fI 94384, T Y33/
YIPoG5-6 27 B B PH 3R 30, AL BRI cDNA BEARAL T Y33/YTPaGS-6 By
o fk DNA o7, Job YIPaGS 3 Y33 i {k DNA WRER ST R 7 3 o, K
A o« HTFFIM URA BEEZEEFTE . BREs FZEREESHEERT,
M CAIER G BE B s ik DNA E&FAX M EMEN G 8 FR, SRERE 8 FAw
YIP A SHTHARETREBEENES™, FHNTRESHEWERMREKFE. A
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Table 1 Activity of glucoammylase secreted by integrative transformanits

Fig. 3 Southern blot analysis of integration
type transformants
A, Y33/pSAK068, B. Y33/YIPa G5

Activity of gluccamylase secrgted infu = ml~1 *

Strains
YPD medium YPS medium
Y33/YIPaGs—5 2.97 2.52
Y33/YIPaG5-6 .31 2.38

# Values represent averages of two experiments

2.5 BERHEAFHIREY

BEHGETEREEFEES | Y33/YIPeG5-6 E 2mlYPD ¥FERE 4, 30CEHEHR
MR FANX AL AR H A 40ul BIFHEE 2m] YPD B3R, 30 CIRGIEFR AR, W
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WELHERE 10, MH2Y 500 MREEFFUEEHHR, ROH YPD T
L. EEKEEHEYBIR 300 RS THR L, SRITAEEGAEREERE
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AL ES cDNA B A B R 8 e 0K DNA T BE ST B b T RE
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AHRE, TEEEAMESEINECEERRRERERA, JiRAMRENELEE
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Integration of Glucoamylase Gene from
Aspergillus niger to the Saccharomyces
cerevisiae Genome and Its Stable Expression

Tang Guomin Yang Kaiyu
(Institute of Microbiology, Academia sinica, Beijing 106080, China)

Abstract  Starch digestible 3-integrants were constructed by integrative transfortmation
of a linear YIP plasmid carrying A. niger glucoamyase ¢cDNA under the control of the
MFal promoter and its prepro signal and the & sequence of the Ty element from yeast.
The integration of glucoamyla_se cDNA to Saccharemyces cerevisiae genome was identi-
fied by Southern analysis. The secreted glucoamylase activity of integrants in the medi-
um with soluble starch as carbon source reached 2. 5u/ml. After ten times successive
transfers in nonselective medium the activity of secreted glucoamylase of integrant was

approximately at its original level.
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