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Differential Expression of Haemolymph Proteome of Resistant
Strain and Susceptible Strain for BmNPV in Bombyx mori L.

Keya Cai, Keping Chen, Xiaoyong Liu, Qin Yao, and Jun Li
Institute of Life Sciences, Jiangsu University, Zhenjiang 212013, China

Abstract: Three model silkworms, highly resistant strain, highly susceptible strain and their near isogenic line were established by
hybridization and backcross. The resistance of silkworm (Bombyx mori L.) to BmNPV was studied at proteomic level using
two-dimensional gel electrophoresis and MALDI TOF/TOF MS. Differential expression profiles of proteome in resistant strain, sus-
ceptible strain and near isogenic line were obtained, and 180, 190 and 187 of protein spots were shown, respectively. Among them,
80% were concentrated in pl 5~9. Twelve differential protein spots in total were obtained from 3 gels. Using MALDI TOF/TOF MS,
five proteins, including aminoacylase, were identified from these spots. The exclusive expression of aminoacylase in highly resistant
strain and near isogenic line and its absence in susceptible strain suggest that it might be a BmNPV-resistance related protein.

Keywords: two-dimensional gel electrophoresis, MALDI TOF/TOF MS, proteome, resistibility to BmNPV, silkworm Bom-
byx mori L.)
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Fig. 1 Comparison of protein expression of silkworm haemolymph (A): NB; (B): BCs; (C): 306

, somal thiol reductase IP30 precursor isoform 1)
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Table 1 Result of differential expression of proteome in NB, 306 and BC8 were identified by MS

. ( Result
Spots Protein name @Czﬁigr) (Mi(\:g(r:eOT)
' Mr (expt) Mr (calc) Peptide sequence
1736.1550 1737.1622 R.VSVPDEGFSLFAFHGK.L
beta-1,3-glucan rec- 1322.8409 1323.8481 R.CTGTVGTAQCLR.E
1,49 ' gi[112983972 80 1600.1060 1601.1133 K.GDWLYPEILLEPR.D

ognition protein 1040.7436 10417509 K.VEAAPQWLK.G

1478.9645 1479.9718 R.EFSEDISNKPWK.N
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1879.6933 1880.7006 K.FSNWREPIPEAYFPK.L
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* Mascot score >79 indicates identity or extensive homology ; higher scores indicate higher confidence of identity
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