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Construction of an infectious cDNA clone derived from
foot-and-mouth disease virus O/QYYS/s/06
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Abstract: After sequencing, we amplified and cloned foot-and-mouth disease virus (FMDV) O/QYYS/s/06 whole genome by three
fragments. These three fragments were cloned into vector P43 one by one to construct recombinant plasmid P43C, which carried the
full-length cDNA of FMDV O/QYYS/s/06. Then, plasmid P43C and plasmid T7 expressing T7 RNA polymerase were co-transfected
into BHK-21 cells. After 48 h, we harvested the culture broth from transfected BHK-21 cells and inoculated into 2-3 day-old sucking
mice. After four generation passage, the virus harvested from sucking mice was confirmed to be type O FMDV by the indirect
hemagglutination test, sucking mice’s neutralization test and sequencing. The results showed that we have successfully constructed
the full-length cDNA clone of FMDV O/QYYS/s/06 strain.
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Fig. 1 Schematic representation of full length cDNA construct
; pGEMT-Easy of FMD O/QYYS/s/06 strain.
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Table 1  Primers pairs used to amplify the complete sequences of O/QYYS/s/06 genome

Primer name

Primer sequence (5'-3")

PO (F)
PO

P356 (R)

P383 (F)
P717

P717 (R)

P556 (F)
P556

P4219R (R)

P4219F (F)
P15t

P15t (R)

GGGCCCGGGTCCTTGAAAGGGGGCGCTAGGGT

GGGGGGGGGGGGTGAAAGGTAGGCTTCG

CCCCCCCCCCCCAAGCAACACC

GTGCTGCTACTAACACCCGCCAG

CCGTCGCTTGAGGAAGACTTGTAC

GCGAATCGGAGATCTTCTTTACCACA

TGTGGTAAAGAAGATCTCCGATTCGC

GGCGGCCGCTTTTTTTTTTTTTTT

(F): sense primer; (R): antisense primer.
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Fig. 2 Identification of P43C plasmid. M: DNA marker;
1: P43C plasmid of digested by Sma I and Bgl II.
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Fig. 3 BHK-21monolayer cell of transfected with P43C and
T7 plasmid. (a) Monolayer cell transfected with P43C-7.
(b) BHK-21 cell control.
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Fig. 4 Suckling mice inoculated P43C virus. (a)18 h (Palsy).
(b) 24 h (Dead).
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Fig. 5 RI-HI method identification of rescued virus. 1: standard A
type virus antigen, 4: standard O type virus antigen; 7: standard
Asia I type virus antigen; 2,3,5,6,8,9: rescued virus P43.
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