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Abstract: In eukaryotic cells, multivesicular bodies (MVBs) are required for trafficking of membrane proteins to
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lysosomes for selective destruction. The sorting of ubiquitylated membrane proteins into multivesicular bodies and the
biogenesis of MVBs are mediated by the endosomal Sorting complex required for transport (ESCRT). Topologically
equivalent to the budding of intralumenal vesicles from the limiting membrane of the MVBs, the ESCRT complex is also
involved in cytokinetic abscission, phagophore formation, and enveloped virus budding. Many retroviruses and RNA
viruses encode “late-domain” motifs that are able to interact with the components of the ESCRT complex, and the
interactions recruit ESCRT-III and VPS4 to the viral assembly and budding sites. Recently, few studies revealed that the
ESCRT complex is also required for efficient egress of some DNA viruses, including Hepatitis B, Herpes simplex virus
type-1, and Autographa californica multiple nucleopolyhedrovirus. Further examination of virus-ESCRT interactions
should shed light on the detailed mechanism of virus assembly and budding.
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Fig. 1 Host cellular ESCRT complex and the interaction of the complex with the late-domain motifs encoded by

enveloped viruses. Ubi: ubiquitin.
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