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Cost-effective production of protein by using cellulose-
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Abstract: The CBD gene from Trichoderma reesei was cloned into the Corynebacterium glutamicum secretion
expression vector pXMJ19-sp, in which green fluorescent protein was inserted to obtain pXMJ19-sp-GFP-CBD. After
induced by 0.5 mmol/L IPTG, GFP-CBD was expressed in Corynebacterium glutamicum at high level of 200 mg/L. The
GFP-CBD could be purified to high purity with cellulose column. The results indicated CBD can be successfully used in
Corynebacterium glutamicum expression system and thus offer an extremely simple, effective and scalable way for
production of recombinant proteins.
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Fig. 1 CBD sequence after code optimization.
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Fig. 2 Construction of pXMJ19-sp-CBD.
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Fig. 3 Restriction map of recombinant vector. M: DNA
marker; 1: CBD gene; 2: pXMJ19-sp-CBD; 3: pXMJ19-
sp-CBD-Age 1-Pst I; 4: GFP-His; 5: GFP; 6: pXMJ19-sp; 7:
pXMIJ19-sp-GFP-His; 8: pXMIJ19-sp-GFP-CBD;  9:
pXMJ19-sp-His-Xho I; 10: pXMIJ19-GFP-CBD-Xho 1-Pst I
11: pXMJ19-sp-CBD-4ge 1-Pst 1.
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Fig. 4 Secretion and purification of recombinant
pXMJ19-GFP-His and pXMJ19-GFP-CBD in C.
glutamicum. 1: pXMJ19; 2: pXMJ19-GFP; 3: pXMIJ19-
GFP-CBD. (A, B) Fermentation broth under white/UV
light. (C) SDS-PAGE analysis of secretion protein after
dialysis. (D, E) Separation on Ni/cellulose matrices. (F)
Separation of protein on a cellulose matrices.
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