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Abstract:  With the progess in studying gene structure and function of foot and mouth disease virus (FMDV), FMDYV can
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express exogenous genes in different sites. Through transforming and modifying FMDV can achieve different application

purposes such as improving virus titer, introducing tag, improving immune responses, and reducing pathogenicity. From the

perspective of FMDYV receiving inserted exogenous gene, this paper mainly describes the latest relevant developments of

FMDV’s expression to exogenous gene.
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Fig. 1 Schematic diagram of the FMDV genome and plasmids used in this study"".
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Fig. 2 Schematic representation of the constructions
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