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Function of the IL28B gene in Hepatitis B virus infection

Chenglin Zhangl’z, Yuzhu Songl’z, Yumei Ma'?, and A’mei Zhangl’2

1 Faculty of Life Science and Technology, Kunming University of Science and Technology, Kunming 650500, Yunnan, China
2 Molecular Medicine Center of Yunnan Province, Kunming 650500, Yunnan, China

Abstract: Hepatitis B virus (HBV) that causes Hepatitis B with a high chronic rate, could lead to hepatic cirrhosis and
hepatocellular carcinoma. The /L28B gene belongs to a new interferon family A and its genetic polymorphisms are
identified to be associated with treatment effect and viral clearance. The purpose of this review is to discuss the role of the
IL28B gene in treatment response and viral clearance of HBV-infected individuals, and further to reveal the mechanisms.

This review could provide a theoretical basis for personalized medicines of HBV patients.
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Table 1 Summary of correlations between IL28B genetic polymorphisms and HBV infection

SNP V:::;i:iﬁ:ie Population Samples (M%F®)  Mean ages gelll{e]?;:)es References
rs12979860 C/T Americans 610* & = [18]
Chinese Han from Eastern China 672:205 48.5 - [19]
Population in Eastern Amazonia 162° £ - [20]
Chinese Han from Eastern China 370:239 39.6 = [21]
Chinese Han from Eastern China 561:251 48 = [22]
native Korean 341:218 42 = [23]
Chileans 27:2 47 F [25]
rs8099917 T/G Population in Eastern Amazonia 162° L - [20]
Chinese Han 370:239 39.6 = [21]
native Korean 341:218 42 - [23]
Saudi Arabian 898:230 39 = [26]
Chileans 27:2 47 F [25]
rs12980275 A/G Chinese Han 370:239 39.6 € [21]
native Korean 341:218 42 - [23]
Saudi Arabian 898:230 39 = [26]
Chileans 27:2 47 F [25]
rs8105790 T/C Saudi Arabian 898:230 39 =€ [26]
Taiwanese 84:31 45 A,B,C [27]
rs7248668 G/C Saudi Arabian 898:230 39 € [26]
rs10853728 C/G Taiwanese 84:31 45 A,B,C [27]
% no survey about sex. ’: no survey about ages. ©: no survey about HBV genetypes. &: male. ©: female
HBV IL28B rs12979860
HBV
(Human immunodeficiency virus HIV) HIV  HBV IL28B
(28-30] SNP rs12979860  HIV HBV
7%—10% HBV HIV HIV
HBV HIV IL28B IL28B SNP
Martin-Carbonero rs12979860 HBV
B 98  HBV
HIV ( 49 HBV
49 HBV ) HBV
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