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are designed to study neuropeptides in a large-scale manner and obtain important molecular information to further
understand the mechanism of nervous system regulation and the pathogenesis of neurological diseases. This review

summarizes the basic strategies for the study of neuropeptides using mass spectrometry, including sample preparation and

processing, qualitative and quantitative methods, and mass spectrometry imagining.

Keywords: neuropeptides, mass spectrometry, identification, quantitation, mass spectrometry imaging
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Flow chart of strategies for neuropeptide analysis by MS. ESI: electrospray ionization; MALDI:

matrix-assisted laser desorption/ionization; MS: mass spectrometry.
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