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Preface for genome editing special issue
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Abstract: Genome editing technology, as an innovative biotechnology, has been widely used for editing the genome from
model organisms, animals, plants and microbes. CRISPR/Cas9-based genome editing technology shows its great value and
potential in the dissection of functional genomics, improved breeding and genetic disease treatment. In the present special
issue, the principle and application of genome editing techniques has been summarized. The advantages and disadvantages
of the current genome editing technology and future prospects would also be highlighted.
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