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Abstract: To enrich the resource pool of endophytic fungi from plants which produce taxol, a taxol-producing endophytic
fungus TMS-26 was isolated from the stem of Taxus Media. The result of high performance liquid chromatography (HPLC)
showed that TMS-26 extract exhibited similar chromatographic peaks and retention time (4.545 min) with authentic taxol.
Then mass spectrometry (MS) analysis further confirmed that TMS-26 extracts contained the same mass peaks with
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authentic taxol ((M+Na)+=876). These indicated that the isolated endophytic fungus TMS-26 can produce taxol. According
to the morphological characteristics, the molecular analysis of 18S rDNA and internal transcribed spacer nuclear rDNA
gene sequence, the fungus was identified as Aspergillus fumigatus TM S-26.
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Fig. 1 TLC analysison the fermentation extract of the
suspected taxol-producing endophytic (R which on the
right represents authentic taxol and samples are on the
left).
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Fig. 2 HPLC chromatograms of authentic taxol and the sample extracted from three strains. (A) An HPLC
chromatograms of authentic taxol (Arrow indicates the taxol-specific peaks). (B) An HPLC chromatogram of the

sample extracted from strain 26#. (C) An HPLC chromatogram of the sample extracted from strain 17#. (D) An HPLC
chromatogram of the sample extracted from strain 11#.

http://journals.im.ac.cn/cjbcn



HRE FEEBERERR TMS-26 NS BEMEE 1951

A mXIC of +MRM (2 pairs): 876.600/308.100 Da from Sample 2 (yanpin) of Data Ippm.w... B m+MRM (2 pairs): 5.932 min from Sample 2 (vanpin) of Data Ippm.wiff (Tubo Spary)
Max. 1980.0 cps.
1956 Max. 1 955.9 ¢ps 1 980
1 800 1 800 |
1 600 1 600 +
1400 ~ 1400 +
51200 S1200f
2 1000 21000 ¢
£ 800 £ 800f
E 600 E 600}
400 400
208 36 1.39 3.004,338 5 59J lkf‘ 21,7_11 852 9.92 11.08 11.7113.5Q 15.56 208
2 4 6 8 10 12 14 876.600/308.100 854.700/286.300
Retention time (min) Q1/Q3 Masses (Da)
C D
m XIC of +MRM (2 pairs): 876.600/308. 100 Da from Sample 1 (Sample 001) of Data 1pp... m-+MRM (2 pairs): 5.834 min from Sample 1 (Sample 001) of Data 1ppm.wiff (Tubo Spary)
Max.361.0 cps. Max. 280.0 cps.
5.86 280
350 2501
300
fg; 250 | § 200+
Z 200} <05 2z 150}
z . Z
g 1507 £ 100}
T 100}
50t l16.04 S0
0 J AJJ L o sl ) 1 0
2 4 6 8 10 12 14 16 18 876.600/308.100 854.700/286.300
Retention time (min) Q1/Q3 Masses (Da)

3 EEERER (A) M 26#EKRAEBERY (C) BRI T REMUERZERER (B) M 264EHKAK

EHREY) (D) M-RRiE S FIEE
Fig. 3 Extracted ion chromatograms of LC/MS/MS of the authentic taxol (A) and the fungal taxol produced by strain
26# (C), and the mass spectrum figures of the authentic taxol (B) and the fungal taxol produced by strain 26# (D).
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Fig. 4 Morphological structure characteristics of strain
26#. (A) Colony of strain 26# after cultured on PDA

) . : [22]
medium at 28 °C for 6 days. (B,C) Mycelia morphology TMS-26
and sporangium morphology of strain 26#. (D—G) Conidia
of strain 26# under a scanning electron microscope.
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Fig. 5 Phylogenetic tree of strain 26#. (A) Phylogenetic trees showing relationship of strain 26# with other related
fungal species retrieved from GenBank based on their sequence homologies of 18S rDNA sequence. (B) Phylogenetic
trees showing relationship of strain 26# with other related fungal species retrieved from GenBank based on their
sequence homologies of TS sequence.
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