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Abstract: As a member of the Sirtuins family in mammals, SIRT7 locates in nucleus and is a highly specific H3K18Ac
(acetylated lysine 18 of histone H3) deacetylase. Recent studies showed that SIRT7 could participate in the ribosomal RNA
transcription, cell metabolism, cell stress and DNA damage repair through various signaling pathways. In addition, SIRT7 is
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also closely related with aging, heart disease and fatty liver. In particular, SIRT7 plays important roles in the regulation of
initiation and development of various tumors, such as liver cancer, gastric cancer, breast cancer, bladder cancer, colorectal
cancer, and head/neck sgquamous cell carcinoma. This review describes the cellular and molecular functions of SIRT7, and
systematically summarizes recent progress of SIRT7 in human disease.
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GABPB1 (K69/K340/K369)1* | p53 (K382diAc)!™
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WP PAF53 (Polymerase-associated factor 53) 2%
Ak, MmidEsE Pol 15 DNA FI45 & I dEik
#i Pol T i rRNA R #1945 s R Lt , SIRT7
W A] LA IE MG SAE A R 7 (Positive transcription
elongation factor b, P-TEFb) I\ % CDK9 X4
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(7SK small nuclear ribonucleoprotein) & &4 H B
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DNA #i {52 S BOE R A A Fa g, M5 ik
MR A IRERE G . BEFRRM, SIRT7 X 4idlt
IR SE i B A . R 92 1 —1> RNA : DNA
S WU T — A R H 7 (18 SR AR AR e 2 A 1) — B A TR
Gk, H S50 RSP TE 2 B AR L SR SE
S5 DNA #1459, BF5e kB SIRTT (2 2.tk
IHYER 1458 DEAD (Asp-Glu-Ala-Asp)-#: RNA fi#
JiERE DDX21 3Gk, M selik R-F 2 1) RNA
AT, ARIP SE N 2 i S e R
Li 2025 97 DNA XMW %L (Double-strand
breaks, DSBs) f& T, SIRT7 i i ##i DNA &
2 (Poly (ADP-ribose) polymerase 1, PARP1)
R, #isE4EF] DSBs i, fitfk H3K122 %
EIIMEAL, fEuF gL o FT5E R fl DSBs 18 . LAk,
WA W58 & B SIRT7 LU —F ki PARPL 1) 7 U
1573 DNA #5107 50, IF 4 H3K18AC £ &tk
T F) T DSBs H 53BP1 (P53-binding protein 1)
A B A I A TR IR K i 25 4 (Non-homol ogous
end joining, NHEJ)!® | jx #6520 RiF 57 2 B, SIRT7
1E DSBs (22 il HAAEM . AR T4edp A4
FaE o IbAh, SIRT7 2 SAPK/INK #il p38 iy
B UBENG M S pb3 KL, M Ak 4 241 if JEE [K 21 1y
fae,

15 SIRT7&5@ANzZUEEARER
CUL4 ¥f E3 iz Rk 4 (CUL4-RING E3
ubiquitin ligase, CRL4) 4 57 28 % 11 cullin 4 (CULA4)
i DNA 15454 % 1 1 (DNA damage binding
protein 1, DDB 1) 5 WD-40 & H A HAEA, LU
RENZ FZA B, iz RAEE S & AR
SBO SRR SE & B, 7ERCZ H % D (Actinomycin
D,ActD) =Y 5-FJRMEIE (5-fluorouracil , 5-Fu) i
SBA- RO, SIRT7T WA= R 3 4%
i ek T DDBL )2k Z it fk , 53 DDB1-CUL4
455 M CRLA IEPEFEMR . X5 CRLA IR
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FROE , ARG MRS FE A 1 (Large tumor
suppressor homolog 1, LATSI) #1 p73, MIMifegk4nf
T AN, AR SIRTT 7] B4 5 DDB1
g4y, J-fl DDBL Ay Lys1121 i £ BEdk, M i
)&/ DDB1 5 DCAF1 (DDB1-CUL4-associated
factor 1) WI454, 5l E3 12 KL ME WGk
FEAG . AR BRI AR S PO LAZ sZ 44 (Orphan nuclear
receptor, TRA/TAK1) FZiksniE32,

1.6 SIRT7 5F&ERE

BRI R, SIRT7 59 aE e %Y1
X, bedn, [RHAD sirtuins —#E, SIRT7 BEMSIEIE 2.
BT Jedi e (Hepatitis B virus, HBV) 351,
[, HBV g i Y B0 2 1 HBx RERS Lk SIRT7
AR PR SR IE B T — AR R, (45
SIRT7 Wi HBV IS IXI

B, WA R, sirtuins ELA )72 4
W5 B E ME . b 0 DNA R B E 40 s B
(Cytomegalovirus) Fl RNA Ji#: A R UK
(Influenza A, HIN1); HZEKBFH#H Sirtuins
9 [ J5 26 11 CobB i REAGIE I 1A 1A 19 42 2219,
X g BRI E A R — 2 BT
1.7 SIRT7 85 Bz 3 s 7 K 20 B X i1

YA AR AE B A RNA (TRNA) 9
BGPTSR W A BN A S R
SIRT7 fER— @M TRAREN, HXT 4R
IS AR A BT R W (ER stress) 48U
BTk 2 38 . DNA $5 45 1 38 DA R 2ok A fig A
HRAEEETEN, BT

1) SIRT7 45 N Jox I ik . RELRE 89 PN Jo ) I
A ZRHA, FES5EAREM, SARNE
Epige g RuRy IV N bR S E/ TR =3 PN LK 7
20 2 M D9 B 38 . Shin 205005 BLZE 14 5 1)
MBS, X &45A6 & -1 (X-box binding
protein 1, XBP1) i SIRT7 #ik, 1fi SIRT7 7]
VERFG SR+ Myc B EAER -, 456 B E
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FRsh T, MImUTER rDNA ik, m&kF
VBl 555 PN SR IR T AESSH i I £

2) SIRT7 JH¥ERE S Ek = N . SIRT7 fEREE
= BARAS T W Rg e A T E T,
FEARIL B BT, 4ERRAH A0S . iR KB,
ERERIIIRE T, AMPK # SIRT7 9 T153
MR AL, B SIRT7 MAHMAZ N % B A0 v 72
5T R, B TR A0S - REGy @it 5 SIRT7
S5 A LA R 2 R AR A7, DA T 9820 rDNA
B ol A g R B

3) SIRT7 W2 54N (Hypoxia stress),
HIFla (Hypoxia-inducible factor 1la) #1 HIF2a
(Hypoxia-inducible factor 20) 2 fE& At .0
WIHETF, RS TE Y AR B A AR TR R AR — R
SIARIE Y, RS A A A, 2ok A A AR
KNG A WS . SR B, SIRT7 RESIE L A
L L SR EEE M X E S HIFle fi HIF20
FHE AR, ] 3R 2k KO R Sl o, R AR
HR IR A ek, DT 00 o 4 A X i 4 A
W e

4) SIRT7 25 DNA #if50#. 7E DNA s
N, SIRT7 24l SAPK {64 & p53 J2 b ,
ZZff DNA B, M & #5554 B R /e A
e RN A7 120

5) SIRT7 JA#E L RAR T BE . W5 KB, SIRT7
5 DR ke 2 /I B R B — R 9 ok (R 1) g 2k R E
AR, R FLER A . s s D IRE
[EREN HM\?@?*'JHEHB”’%% XFEH SIRT7 54
FARDIRERE VMG, W& SIRT7 AT LA
(2 Y RN RNV ) ? GABPp1 (GA-binding protein
Bl) 2= Wtk Lk GABPa/GABPR MU R IK A TE i
F e H SR, T 4R R R A e T gD

DL b B 90 45 R 3% W AE 4% B L O I
SIRT7 BEREH L 45 H A B RIRSCHE T, DI
EESENF Myc X rDNA B st dbf 5 imil, M 5
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MR AETG . T H, SIRT7 Wiflids5 HIFlo Al
HIF20 fE T, XA A TR 45 . tk4h, SIRT7
RERS AERPBORRIE 7 DhRE, (RdFRER I A . X
LR RY] SIRT7 Tﬁ%;ﬁﬁﬁuﬂ“{%ﬁ&ﬂ“a;&ﬂlﬂ
RIEAEEEMER.

2 SIRT7T 5EAXKFH X%

VA, SIRT7 A sirtuins Z % o X —HF5T
Mo SIRTT MUS 5L | OISR S5 119
WA, M HIE S 5 20T R 0 kA R
Harif s th & B0 SIRT7 7Effs . B . FLIE .
IBEIbEs . 45 E R A P Rk, A (A
FH 5 P IR B8 R Sk S bR 240 e i v 20K 3R 35
HAAMEVE . DF9E SIRT7 150 kK A2 R St 1%
s VR FBLRT, XSSP B b7 A A KR S,

21 SIRT75%%

TR NS T KPR O EE W IRI
BB . i LﬁiﬁﬁME%FMI?m
TR R SR A B e O, ) IR
W G 5T, IR LB sirtuins 5 41 i
WA IE KA K, HEEARZREDF SIRTL
RO RIS R SIRT7T WS 5 T g
HEFE, SIRT7 Blfa 4 i 52 i 5 34 K, DNA &5
ZH; SIRT7 B/ 2 2 B IR AR S008I 52
M4, B e K 5 e e, A
56 JHltEE/INRE 24 AR /N, Ak N
SIRT7 Feik /K AR, SIRT7 1844 A i35 1
T4iie (Haematopoietic stem cells, HSCs) Hf)
TR BRI, MM A SIRT7 3 H bR/
20, g Ty . 8RR I BRI
AR NI HSCs 51 A SIRT7 5, EfITM A
Fo o e S E Y miRNA-152 g 38 i 7 45
SIRT7 ik 5 1A T4 T A r w23, Bt
ZAbh, SIRT7 TENGWI LT 4t 240 i 5 & 1k # v 3R
IR, H SIRT7 FEA%A b Bl 20 i 3 241
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PEATE W X st R, SIRT7 (R
HERE T R VR

FR SIRT7 238 2o fo] Fi 5 203 22 3 2 (1 W 7
SIRT7 RefdrtrRR At e e, kA fa e vk
SRS MR, Kiran £P R SIRT? i
FIEFFLT p53 A p21 K DNA Zf5t kR iy
yH2AX (H2AX phosphorylated on serine 139) Ky
Fakar, gEF T RRAMREN, IMTAES T H
fif%£ % (Doxorubicin) Sl A4l R 5. BRibz
S, A~ B R & 11-1 (Nucleophosmin-1, NPM1) )
B O AR LA bR RS, e ARSI A
p53 [ FIE ML E R 21 . Lee ML 1
SIRT7 } SIRT6 RGeS w2 4l i) NPM1 2 275
fb, M, XLt —446R T SIRT7
PRI LY, (&M T2 — S IR AT .

22 SIRT7 5100w
OB ™ B M, S NSRBI
FER A o RECHAE, FRELC IR B AR
RFFET- R L5, Vakhrusheva 21 % Bt
SIRT7 7ER7 1L DR iR A e SE2E/E T, SIRT7
FEAR 25 DR DR RIS, B, OBEEK. £
ek . Nee RN R L AR TG 0 DL R b e et
FNPTEE R B985 , I L 28 B A5 47 0% i 1 i
dE—2B . BFSE KB, p53 R EE LAk 23 n
AR, M SIRT7 5 pS3 M EAEH, 3K p53
RO, AR SEANIRAETE o BRILZ AN, RAE
SO IS (v ZE R IR S5 IR, T SIRT7 S [T
Fr/NERIM M h T ke 4iffe (T lymphocyte) . Hi4
Jfi (Granulocyte) LA 4% 12 (Interleukin-12,
IL-12) . 14 % 13 (Interleukin-13, IL-13) Y347,
AINERE Sy RAERAE SN, IF HAR 5 5] RERiART)
BERRERT , SO NEINRELS, BRI AN, I RARAS
W9 R SIRT7 HE K5 3 F I8+ X DNA J7
4175 5% (DNA sequence variants, DSVs) 1] fE<x5|
i SIRT7 FEH R XA, IS 500
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s B AR LT SRS F W] SIRT7 7E B O
P T A EAEA

2.3 SIRT7 5B

3F I kG 4 B Wi M 9% (Non-alcoholic fatty
liver disease, NAFLD) FEH PRI A M, n] ok
— A5 RARS NG DT PERF R . 2R 4ifh, i
2| 9% (Hepatocellular carcinoma) M JiF 5 fig %
B8 Ryu il Shin Z0F58 KB, SIRT7 R/
FBUH RGO e — BT L B SIRTT B
i, FRAK SIRT7 5% 551 F Myc RUEAE, i H:45
AEIIHAE AT F, IMITER rDNA 3%
ik, fl ¥R T & & 1 (Unfolded protein
response, UPR) FlPA BT I i sy, AT A 2 S
T RE 15 (44 i {HJ2:, Yoshizawa 2532 % 3 SIRT7
AR/ RACHT TS IR IR s R R B i 2
W5 KB, SIRT7 IE R A B A i 0 LA 52 4
TRAITAKL R K-, TS TRA BN, $Em
0l 15 P BRI H 3l — IR B0 & AR, AR HEIF
A, T3 & T F S RESZ AU o A b,
Fang ZE9053 % B0, SIRT7 2 4041 SIRTL (14 H
Wb TG SIRTL B9i& M, Mmife ik PPARy
MFE MR DiMAE , LR/, SIRT7
AL 3E 2 AN [\ 9 3 4 5 A 1D TR G, (R
PARBEON, IR T5 EE I — 2 1A

Brub =z Ak, SIRT7 e b 5 E2AEM .
Kim 255 % 8 SIRT7 787 & A vh 2 80
FORE . 1E X H R 4 20 0 55 A1 SR
A, BB SIRTT A AL S bR A b ki, HL
Jiggg 4> ok v, SIRT7 kMR . SIRT7 S
Jezs 240 6L 1) MG B BB A BT R R . WL 5T R B
miR-125a-5p 1 miR-125b J& SIRT7 f P 54 4
KF-, afLAFmH] SIRT7 &4 11 D1 (Cyclin D1)
Feik, WA T p21 MY G1 HAREH , ] 41 i
K BA—THFE SR, HBV ka5 i s i 208
M HBx fEf%i i DUB f4/E SIRT7, 55 Hii s
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ft) RPS7 I4E15, M HER R A g 2 KB

DL gE SRR, SIRT7 78 NAFLD 98 i %
AR bR AR, A S Rk T
TRYTIRE S, (R AR FH R o AL 5 i — 25 1
9%

24 SIRT7T58%E

B (Gastric cancer) 2 & ULAYTH 18 &P
g, Zhang %152 % B SIRT7 16 A2 B 4141
R 2, H SIRT7 ik KP5 i AR
f£ 1 (Overall survival , OS) HIJG 5 4= 7¢ M
(Disease-free survival, DFS) #i44 ; E— 5T
KL, SIRT7 @ik miR-34a Ml HT-EH Bax
1 Bim 133k I E ST T-E 1 Bel-2 Al Mcl-1
Mk, MIMES ST X 1Rk
SIRT7 7 B i & A Mk Sl A v A 1 EEAEH

25 SIRT7 53L8R%E

FLWIE (Breast cancer, BC) J&tH A FEIA i
WIGRESET- I R B R, E Ak R R 2 BTt
o053 5E & B SIRT7 19 mRNA #1713 ik 1
AEFLRIER A B s TR AR, oI E
CS 1. CSIIA, CSIIB, CSIII A %5 H 7
i, JFHILMUEALr MR, SIRT7 Rk
s H SIRT7 Rk it m iy FLIR I (3 SR A7
AR 2 e R R W] SIRT7 AJ 4 g —A
FLRR I TS K

WERSMEALEE 3-25 (1 B {5 5@ (PI3K-Akt
pathway) 75 2k & 518 2 A [W 1k 2% 36 97 Ptk
M1 AKE S22 R L AR 1B, T
LT, Akt = BEBERR AL , (0 40 i BT — o T 24544
M T ARG 3R . Yu 20085 & BUTERE
H 2 2-DG (2-deoxy-D-glucose, 2-Jiii 48 -D- i
) JRITIHEMR, SIRT7 5 FKBP51 (FK506
binding protein of 51 kDa) #HH.AF I 3{# i K28Ac
il K155Ac £ 4 Btfk, Mg ss T FKBP51, Akt
57 A WL PHLPPPH (Domain and leucine rich
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repeat protein phosphatases) 2 [a] (A A, i
Akt EWERRAL, 1G5 IR A 20 BT A M RE R 25
U, R PRI T tesh, Li IR
KB, miR-3666 "5 SIRT7 () 3-%IEBIEX
(3-untranslated region, 3'UTR) 454, Mk SIRT7
MR, DA 0 2L At 98 400 B 3 A

AL A B S LR AR S FE T Y T I R O
Tang %1% % B SIRT7 76 A FI/IN BUAA FL R I8 i 5%
BN, IR TRIN CEE RS A A . PR
P, HEEPTEEREIOE SIRT7 £ 2 WAL BETETE, M
Mt TGF-B {55 (Transforming growth factor-f
signaling, #AbAERK 1B (55), I K- 58
B, I 2 LRI R, R AR AR
Zi BRI, SIRT7 fEZFLME &R & e Ferp BA
HEAEM

2.6 SIRT7 5EERME

[ e (Bladder cancer) 2 WA JK £ Gui # UL
) S R, s R LA s 2 — | 3 90%
1) i PO 9 2 e A% Tk A I e i, L0 L 24
AR Han 255047 I e PR 1 H 41 41
TS RS, P SIRT7 A4 Rk &
L, BRI 8, SIRT7 ik H#iE . SIRTY
TR 4 I e g A R 3 A L ST S MR 2R R T T R
AP T3 0, T hsa-miR-125b NI f B 12 #0 bR 2|
SIRT7 By 3'UTR fii i, AT SIRT7 7E 55 e R
P& bR AR JT . FRULAT L, SIRT7 ZE7H Y
% IR 9 A A R 2 B vy v A Y A £

27 SIRT7T5%EMRE

2 H 9 (Colorectal cancer) J&55 — K& UL
FERE 5 N 2 HE 1 T Ak 3R G i
— 09 yu AN ik oy 45 L i 4 U R 5 A
SURZS HIm A R, K SIRT7 #e45 Hini 4l
U s Rk, SRR E A
B DIAC, #E— PR kM SIRT7 Al %S
ERK1/2 iR 1k, 1% Raf-MEK-ERK {5 5 i,



BH B/EZEISIEE SIRTT IEARIAFRRE

AT HE T 240 3 5 A0 % g

5-3R MENE (5-Fluorouracil, 5-FU) 55 4%
BIRIT SR WLRREAE 39T e ms ) , Tang 40
WER R B 5-FU 1h25 H 9 40 X 4 5
JE&I, TBPL (Tat-binding Protein 1) /%% /% 381
EWEiRiL, YR T 5 SIRT7 WM EHEL S, Mmif#
SIRT7 KRR, 1 SIRT7 FEARTE S45 EH
i 2 PR S U, AT S DR 4 AR SE . i — 2P
W9 R, i 5-FU T SIRT7 Kikw] LI & 4h
BB PGITROR, IF ok o] DABI i 48 5 e
oS BB B IR A4 .l aT L, SIRT7 W]
VER4Es s — A wUE B+, fES5 s a7
BA &N T,
2.8 SIRT7 5EEREE

JififJEs  (Pancreatic cancer) J&— il 1R 22
PYBCFEMEENE , H 3 A B2 AL A AR S 48
J&% (Pancreatic ductal adenocarcinoma, PDAC). fiff
GEV A S PR AR TR i A8 B N BCRR TR i, B
FET LT F BRI g e R
SAMECIE A, EL o 0 40 e A e B O P
272, BTG 822108 McGlynn 2% % 31
SIRT7 7 PDAC [ 240 il J5R 41 i A% v 4 3R 3k K
R 5 o3 A 1) gg vh, SIRT7 7240 i 5x b
M- o RS i — 25 40 M e B A A A E
12 S H WM EE, H DFS FUG e 5 A 17
(Disease-specific survival, DSS) 5 SIRT7 ik &
FEARTC G s AT AE AR R T 12 4> A iy JB s A8
f) DFS I DSS, K I ANMI#% T SIRT7 Rk BAK )
B, H DFS W . XK SIRT7 AR L® S
TR it 98 2 W P IR R B RS R TS AHOG, HLAT g
T U PR PR 1) £
29 SIRT7 5L TABHK A AR

Sk BB BRI (Head and neck squamous
S UL R AL A
L RE WA . Bl T4

cell carcinoma, HNSCC)

AR R

&: 010-64807509

XK, RAEMIEFEMFEREARAWET, B
T LR A1 E%%E’Jiﬁ%%lﬁ&ﬁ?%ﬂﬁ%ﬂﬁ
el Lai 20T HNSCC 4140 % Hof s

N

i

H, RI SIRT7 76 HNSCC o iy 3ik 598 55 4k i
SUR HE A SRR 1T HL SIRT7 78 3k B ik
o0 Mg B (/IV ) R F R (1T
W), MULEIIL, SIRT7 WA e K HNSCC,
FEAf e ) s B B R . AR, LAY R B
SIRT71E HNSCC f& & #h il ifiL I A0 0 ik i B 2 oy
FaREMA, HHEAEDH M AT ER, SIRTT 16
HNSCC 4141 A {8 230 1 7 A1 it (3 40 i s 22k
B B R A R — 2 W IE A 2

210 SIRT7 5HfthiELE

BT FRIME 2 A, SIRT7 15 b B P51
i UNEUE . E BUE A R AR R AR R R TP
BUOEELEMMEO., £ L ERIIIRE T, SIRT7 /Y
KSR 22 M I A | LR M R R T
JEARA X SIRT7 B A7 S SR P £k,
(B S HL R 1 R A 9 3 2 U7 7 O 5508 200 i vk
t, SIRT7 WRBAKV-m TIER 1M, SIRT7 i
FR NPT {2 SR 4R A 4% 5 SIRT7 H R Al B 2
i) 1 5 20 e A A RN A AR T TR R, B g
AMLE TR AN, FEDPEUE A, SIRTT
BB NF-xB/p65 FRi5 T, (HPIE Z 0] i A1

Eé‘

HAEFIEA e — AR e R S R A
MZ, SIRT7 kY 525 FIE MR 4 4 A

KAEACRIE R AR, HII’*%*fZL(E/% SIRT7 7K
TSR P R BUS AN RAHSG; dE—B

kﬂ&m77?ﬁrmu%c%%L,%ﬁ
H3K18Ac S4lfifi/r2 ¥ H 4 (Cell division
control protein 4, CDC4) Ji#h T XA4sE4, M
I T CDCA By%% 5%, (kB R8T 240 L % 15 7
TR, 5 AT, SIRT7 78X 485
Iy G R AR 6, (B CHH SRR A 583
BAAHLHW A R — 2P 5T

B<: cjb@im.ac.cn



ISSN 1000-3061 CN 11-1998/Q “:# I'#%:4i Chin J Biotech

z1 SIRTTEARMELMREREL. WEREEXERRT

Tablel Theexpression, effect and related factorsof SIRT7 in different tumors

Cancer type Expression Effect Related factors References
Liver cancer 1 Proliferation Si Cﬂﬁ,ézlsa-sp’ il A2} [50]
Gastric cancer 1 Proliferation, apoptosis miR-34a, H3K18Ac, Bax, Bcl-2 [52]
Breast cancer 1 Proliferation, migration miR-3666, FKBP51, Akt, TGF-f [54-55,57-58,60]
Bladder cancer 1 Proliferation, migration, apoptosis hsa-miR-125b [62]
Colorectal cancer 1 Proliferation, migration ERK1/2, TBP1 [64,66]
Pancreatic cancer i} —_ —_— [69]
ek auamoss —~ — e
Epithelial prostate cancer 1 Migration — [73]
Cervical cancer 1 —_ [74]
Ovarian cancer 1 Migration, apoptosis NF-«xB/p65 [75-76]
Osteosarcoma 1 Proliferation, migration H3K18Ac,CDC4 [77]

"1"stand for increased in thistumor; "|"stand for reduced in this tumor;

3 SIRT7 &4 18 F AL

LI EY, SIRT7 Wil 5% F T FE
B EEE MR S5 2R i i A R B
S &R RE DI (B 3), (AHIEE
AR FEALRE A FRR A S
3.1 AT SIRT7WEAF

HWFFE LI, N RNA 41 miR-125a-5p Fil
miR-125b%%%2  miR-3666!°% . miRNA-15242 2
SIRT7 Wy H 5, ol 5 SIRT7
MRNA 1 i i 3R 35

WA — BN -7 LU s SIRT7 (36, i
XBPL () — 37 H1& XBP1s ] 454 3] SIRT7 13
BT, %S SIRT7 %1559,

IEAR, — SR -t nl5E o 45 SIRT7 211
f R e 5 HOK S . Hetm, TBPA® i Je 7
FRAL 58 5 SIRT7 L4, ek LA
M AMPKP# 58 SIRT7 (9 T153 Bifgfk, M
M SIRT7 Hiy &4 S0 A0 M b, 1 i 6 88 1 A
Wos B REGy m945 G 1E T #ET IRz AR
M 14 [ £

http://journals.im.ac.cn/cjbcn

"——" stand for no relevant research.

— e s S SIRT7 HEAHEAEM, M
A 55 B R X, AT IRE . Hdn Myc fiE
gt H4 S SIRT7 AHEAE, DI I AH 1
A I 7 3

32 SIRT7&5iAENEFRIESER
321 SIRT7 EEZ5HEEMETFRFESERE

SIRT7 fEh—Fh X o Mefb i fe g, nlLLSTR
ZE A EEG A, i R G R
AR T W AE . Hean, SIRT7 Wl
PAF53 1 U3-55k™ | COKOP B 454 1, e
OBk, SEmiEE AR % . R, SIRT7
FHH AL S E, ¥ H3K18AC® | DDX211%7
pDB1M . GABPR1™ . FKBP51°7, NPM1M% 3
WAL, H3K122 FBEFABEALI A, T 52 i A
()35 1 S H A Sl B AR 2R D) RE . Ho, SIRT7
fii FKBP51 ZZWEfbfieit T Akt @R fk, *f
PI3K-Akt {55 %=L mi . 1 SIRT7 il
H3K18 2 ZEtAL T LA —LE BE R 5 microRNA
fst s, Hdn cpcal™ | miR-34a%%,

A, SIRT7 W] 5 —SeR i 5 & 1 AL
HIEMEAER, Wy HLohEe. ki SIRT7 i@



=W FIEXZEBMLEEBES SIRT7 BERRNFIRKEHE

miR-125a-5p, miR-125b,

PAF53, U3-55k, UBF, TFITC2-mTOR .
—':: '—» Transcription
P-TEFb —— CDK9
4‘:’{ GABPBI. Myc
HIF1la, HIF2a
H3K18, H3K122, DDX21 —> s
—: '—» Genome stability
SAPK/INK, p38.p53 —

}—» Metabolism

NPMI .
miR-3666. miRNA-152,  —{SIRT7——{ " . — Ageing
XBP1, TBP1, AMPK P33, p21

—— IL-12, IL-13 Inflammation
_|:: Erk1/2. NF-xkB/P65 > Proliferation
H3K18 —— CDK4
> DDBI
L——— FKBP51 > Akt > Apoptosis
—— miR-34a —> Bcl-2, M¢l-1 ——

3 SIRT7 TEREREXEAEF (3 HE Blank et al'®)
Fig. 3 Major functions and related factors of SIRT7(adapted from Blank et al'®).

TR I 2 2 IR AL T U E S HIFLe Al
HIF20 AHEAEFT, NI e TR AT L S i
PEDE AN, SIRT7 E 15 UBF # B-WICH?
TFIIC2-mTOR4Z & VR B T, AT 520 241 ff
B 55 | RJR R A AR L 2 2 T T TS 1 19 A BH A o
322 SIRT7 MESS5REENRE T RESEHK

%M, SIRT7 bxa‘ﬁ{ﬂzﬁﬁzl?ﬁﬂﬁiﬁl
FEVER, (BT AR o () 20 RS Ty . bt
SIRT7 % SAPK/INK ,p38.p532% 1L-12 Fl 1L-13¢
SEMEE . AN, SIRT7 45805 MAPK
(Raf-MEK-ERK)!®#1 NF-xB/P65I (5 S ik . 4k
1M, SIRT7 J2 i 1o fa] F L] 5 v s 6 2 1 13 %
1y, TS — S .

HRZ

BEEWIIEAWTIRA , SIRT7 K PH 5ol bl &
9, HZRWCh sirtuins % T X —BFFE RN
SIRT7 i H 2 WAL iE 1, 25 RNA RA T
sk . rRNA FE5 S . ey . 4t
T 20 7 98 LA R R PR 2H AR 1 A 22 i A B
R, BEm4ERRAEER A . AL, SIRT7 Al Y
p53. PAF53, NPM1, U3-55K, GABP-B1 Z[A 1

4 K%

&: 010-64807509

FHEAER, MM S5 P81 N2 & e 55 2
A PR PR AR, A B R — R 1 B Bl iR
HEAR .

B, HEXF SIRT7 B0 5 i A T4 2%
B, XPHAFHUR R X B, IR ZE
o) A Rt s i . B G, HATAER A A
miR-125a-5p, miR-125b, miR-3666. Mybbpla,
XBP1 K TBPL1 %} SIRT7 A — & W FEAEH , HiAth
TR REAFIRAM S . HIk, SIRT7 HEif £
P B AT E T, B K YA

T AL A REE— 22 T . SIRT7 RS
SIRT1 ) B WAk, HJE 5 H A sirtuins 2 1 A3k
AR, BRILZ A, SIRT7 M b i X E
2 A T 2 2R S5k DL S AN TRl 1) 2 A
m&m%%ﬁ—iﬁ%oﬁ%ﬂﬁﬁmwmﬁﬁ
SIRT7 [ S 400 i 550 sl 0 S o A e itk — 20 1Y
WA -
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