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Abstract: Cucumber (Cucumis sativus) is an important vegetable crop in the world. Agrobacterium-mediated transgenic
technology is an important way to study plant gene functions and improve varieties. In order to further accelerate the
transgenic research and breeding process of cucumber, we described the progress and problems of Agrobacterium
tumefaciens-mediated transgenic cucumber, from the influencing factors of cucumber regeneration ability, genetic
transformation conditions and various additives in the process. We prospected for improving the genetic transformation
efficiency and safety selection markers of cucumber, and hoped to provide reference for the research of cucumber resistance
breeding and quality improvement.
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Table 1 Application of plant hormone and AgNO; in the explant bud induction stage of different varieties of

cucumber
Variety Explant type Medium formula Regeneration frequency (%)

Xintai mici™ Cotyledonary nodes MS+0.5 mg/L 6-BA+1.0 mg/L ABA 82.7
Jinyan No. 4 Cotyledonary nodes MS+3.0 mg/L 6-BA+1.5 mg/L ABA+1.5 mg/L AgNO; 90.0
9930 Cotyledon MS+1.5 mg/L 6-BA+1.0 mg/L ABA 96.7
Jinyou No. 101 Cotyledon MS+2.0 mg/L 6-BA+2.0 mg/L AgNO; 86.1
Jinyou No. 11! Cotyledonary nodes MS+2.0 mg/L 6-BA+2.0 mg/L AgNO; 90.7
9930[14! Cotyledonary nodes MS+2.0 mg/L 6-BA+1.0 mg/L ABA+2.0 mg/L AgNO; 90.2
5062 Cotyledon MS+1.5 mg/L 6-BA+0.5 mg/L ABA+2.0 mg/L AgNO; 91.2
Changchun mici®? Cotyledonary nodes MS+1.5 mg/L 6-BA+0.5 mg/L ABA+2.0 mg/L AgNO; 90.0
$52123 Cotyledonary nodes MS+1.5 mg/L 6-BA+0.5 mg/L ABA+2.0 mg/L AgNO; 100.0
GIB4 Cotyledonary nodes MS+1.5 mg/L 6-BA+1.0 mg/L ABA+2.0 mg/L AgNO; 100.0
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