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Abstract:

Lung microbiota and gut microbiota are closely related to lung cancer. Studies have shown that the dyshiosis, i.e.,

the significantly altered composition and structure of gut and lung microbiota, usually occurs in patients with lung cancer.
With the introduction of “Gut-Lung Axis’, an increasing attention has been paid to the close relationship between the lung and
gut microbiota in human body. A deeper insight into this relationship would facilitate understanding the mechanisms behind
the carcinogenesis and development of lung cancer. This article summarizes the composition of lung and gut microbiota in
patients with lung cancer and the possible interaction mechanisms, highlighting the importance of the immune system in the
Gut-Lung Axis. The effects of lung and gut microbiota on the clinical treatment of lung cancer were summarized, based on
which the authors propose that the lung and gut microbiota can be used as novel targets for early diagnosis and treatment of

lung cancer.
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Tablel Characteristicsof lung microbiota composition in lung cancer patients

Pathology Taxonomy BALF samples

PSB samples

Bacteroidetes, Firmicutes, Proteobacteria,
Actinobacteria, Fusobacteria®?%,
Saccharibacteria (TM 7)1

Veillonella, other Firmicutes, other Bacteroidetes,
Haemophilus, Neisseria, Fusobacterium, other
Actinobacteria, Corynebacterium,
Saphylococcus®

Verrucomicrobia (tissue) (2"

Healthy  Phylum Actinobacteria, Firmicutes, Proteobacterid™”
Genus Pseudomonas, Streptococcus, Prevotella,
Fusobacterium, Haemophilus, Veillonella,
Porphyromonas
Lung Phylum Firmicutes, Proteobacteria, Bacteroidetes,
cancer Actinobacteria, Fusobacteria, Cyanobacteria,
Saccharibacteria® >
Genus Prevotella, Sreptococcus, Veillonella, Neisseria,

Haemophilus, Fusobacterium, Actinobacillus,

Streptococcus 112, Actinomyces israelii, viscosus,
naeslundi; Prevotella melaninogenica, oralis;

Porphyromonas??2¥; Bradyrhizobium japonicum, Peptostreptococcus, Eubacterium lentum,

Acidovorax'?¥, Chryseobacterium,

Pseudoramibacter, Acinetobacter etc.t

[25]

Lactobacillus jensenii®®, Bifidobacterium,
Ruminococcus, Acinetobacter?”
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