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friendly to humans and animals. One of the important insecticidal mechanisms is the binding of Bt toxins

to specific toxin receptors in insect midgut and forming a toxin perforation which eventually leads to

insect death. The resistance of target pests to Bt toxins is an important factor hampering the long-term

effective cultivation of Bt crops and the continuous use of Bt toxins. This review summarizes the

mechanism of insect resistance to Bt toxins from the perspective of important Bt toxin receptors in

midgut cells of Lepidopteran insects, which may facilitate the in-depth study of Bt resistance mechanism

and pest control.
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Figure 2 Schematic representation of the mechanism of Cry toxins in Lepidoptera at the molecular level!*.
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