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Abstract: Antimicrobial resistance is on the rise while the number of antibiotics being brought to market continues to drop.
Drug-resistant genes and drug-resistant bacteria infection have seriously threatened human health. Therefore, antimicrobial
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resistance presents an ongoing challenge that requires multifaceted approaches including: biomedical innovation; improved
surveillance of antibiotic consumption and antimicrobial resistance generated rates; prevention of health-care-associated
infections and transmission of multidrug-resistant bacteria and environmental dissemination; rapid microbiological diagnosis;
and curtailed clinical and veterinary misuse. Fortunately, combating antimicrobial resistance has been highly valued and
supported by the government, scientists and entrepreneurs of various countries. With the continuous introduction of new
technologies, new products, and new management measures, the problem of antimicrobial resistance must be controlled and

alleviated.
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