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A New Method of Soil Bacterial DNA Extraction and T-RFLP
Analysis for Diversity
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Abstract: Obtaining soil bacterial DNA of good quality is a key step in soil bacterial ecology study. A quick,
efficient, sensitive and stably method of DNA extraction from soil were established by combining strong-
points of two kits ( Soilmaster kit and DNA IQ™ kit). In addition, the 16S rDNA gene and T-RFLP (Termi-
nal restriction fragment length polymorphism) were used in the analysis of soil bacterial community diver-
sity and the result show that T-RFLP is a powerful tool for bacterial community study.
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Fig. 1 PCR amplification results of soil bacteria’s 16S rDNA
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A: Negative sample; B, C: Deferent soil samples.
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1 T-RFLP (bp)
Table 1 Details of T-RFLP fragments from every sample after analysis (bp)

S6B S6C S6D 30(First) 30(Secend, 31(First) 31(Secend)
103.00 103.32 103.23 104.32 104.23 104.14 104.25
104.18 104.56 104.48 112.7 115.43 105.60 105.71
105.17 105.52 105.44 115.51 117.04 115.59 116.07
106.91 156.73 171.94 117.18 125.56 129.60 129.77
156.69 171.88 182.57 125.76 136.82 156.74 156.85
168.27 182.55 186.52 137.00 155.10 160.00 160.00
172.21 190.44 190.45 155.20 156.44 161.53 161.64
181.93 196.21 196.62 156.57 160.00 162.46 167.57
190.41 201.06 201.18 160.11 167.03 167.26 171.70
196.77 203.19 203.32 167.10 171.34 171.11 181.31
201.36 208.96 209.23 171.36 172.50 181.69 187.31
203.06 212.18 212.36 172.48 181.40 187.23 196.26
208.87 236.88 227.75 181.37 182.44 194.03 197.40
212.87 256.04 237.37 182.47 192.39 196.10 199.43
236.82 256.92 192.59 195.12 197.25 200.00
256.21 195.10 196.37 199.55 201.15

196.3 199.77 200.81 205.30
199.57 200.81 203.15 207.85
205.01 205.10 205.25 211.10
207.70 207.78 207.82 213.66
210.62 210.82 211.41 228.59
213.21 213.40 213.59 255.62
255.54 255.55 228.46
255.61
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Fig. 2 Electropherograms of the bacterial community T-RFLP profiles from soil samples (S6B S6C S6D)
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Fig. 3 Electropherograms of asynchronous T-RFLP profiles of the bacterial community from No.30 soil samples
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Fig. 4 Electropherograms of asynchronous T-RFLP profiles of the bacterial community from No.31 soil samples
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